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Biological stability of drinking water refers to the concept of providing consumers
with drinking water of same microbial quality at the tap as produced at the water
treatment facility. However, uncontrolled growth of bacteria can occur during distribution
in water mains and premise plumbing, and can lead to hygienic (e.g., development
of opportunistic pathogens), aesthetic (e.g., deterioration of taste, odor, color) or
operational (e.g., fouling or biocorrosion of pipes) problems. Drinking water contains
diverse microorganisms competing for limited available nutrients for growth. Bacterial
growth and interactions are regulated by factors, such as (i) type and concentration
of available organic and inorganic nutrients, (ii) type and concentration of residual
disinfectant, (iii) presence of predators, such as protozoa and invertebrates, (iv)
environmental conditions, such as water temperature, and (v) spatial location of
microorganisms (bulk water, sediment, or biofilm). Water treatment and distribution
conditions in water mains and premise plumbing affect each of these factors and shape
bacterial community characteristics (abundance, composition, viability) in distribution
systems. Improved understanding of bacterial interactions in distribution systems and
of environmental conditions impact is needed for better control of bacterial communities
during drinking water production and distribution. This article reviews (i) existing
knowledge on biological stability controlling factors and (ii) how these factors are affected
by drinking water production and distribution conditions. In addition, (iii) the concept
of biological stability is discussed in light of experience with well-established and new
analytical methods, enabling high throughput analysis and in-depth characterization of
bacterial communities in drinking water. We discussed, how knowledge gained from
novel techniques will improve design and monitoring of water treatment and distribution
systems in order to maintain good drinking water microbial quality up to consumer’s tap.
A new definition and methodological approach for biological stability is proposed.
Keywords: bacterial competition, water treatment optimization, water distribution conditions, flow cytometry,
bacterial growth potential
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INTRODUCTION
The World Health Organization [WHO] (2006) stated
that “Water entering the distribution system must be
microbiologically safe and ideally should also be biologically
stable.” There is general consensus that the term ‘biological
stability’ in this context refers to the concept of maintaining
microbial water quality from the point of drinking water
production up to the point of consumption (Rittmann and
Snoeyink, 1984; van der Kooij, 2000). Unwanted changes
in microbial quality of drinking water can have adverse
eﬀects on distribution system and consumers. For example,
during distribution, excessive growth of bacteria can lead
to deterioration of drinking water quality in terms of safety
(e.g., pathogens), consumer’s perception (e.g., discolouration)
and operational aspects (e.g., biocorrosion; Szewzyk et al.,
2000; Vreeburg et al., 2004; Sun et al., 2014). Changes in
microbial water quality are a result of complex interactions
between various organisms (bacteria, viruses, protozoa, higher
organisms) regulated by: access to available growth-limiting
nutrients, response to environmental conditions, such as water
temperature, presence of potential residual disinfectant and
other inhibitory substances, attachment of bacteria to pipe
walls, particle deposition, sediment re-suspension and bioﬁlm
formation. The aim behind the concept of biological stability
is that minimum change in water quality is occurring during
drinking water distribution, or at least not to a degree that aﬀects
consumer’s safety or aesthetic perception or cause technical
failure. To achieve this and limit bacterial growth during
transport, drinking water is distributed in numerous countries
with disinfectant residuals, using diﬀerent substances (e.g.,
free chlorine, chlorine dioxide, monochloramine) at varying
concentrations (Servais et al., 1995; LeChevallier et al., 1996;
Gillespie et al., 2014). Adverse health eﬀects of disinfection
by-products and altered water taste have, however, led several
countries to opt for water distribution without the addition of
disinfectant to the produced drinking water (Vital et al., 2012a;
Lautenschlager et al., 2013; Prest et al., 2014). In the latter case,
minimum change in water quality is achieved in the ﬁrst place
by controlling the water quality with extensive water treatment
strategy, and secondly by distributing water in well-maintained
piping systems (van der Kooij, 2003).
A number of methods to assess bacterial growth-supporting
properties of water have been developed during the last three
decades to provide support to water utilities for the improvement
of water treatment and distribution conditions in the context of
Abbreviations: AOC, assimilable organic carbon; ATP, adenosine-tri-phosphate;
BDOC, biodegradable dissolved organic carbon; BFP, bioﬁlm formation potential;
BFR, bioﬁlm formation rate; BOM, biodegradable organic matter; BPP, biomass
production potential; CFU, colony forming units; DGGE, denaturing gradient
gel electrophoresis; DOC, dissolved organic carbon; EPS, extracellular polymeric
substances; FCM, ﬂow cytometry; FISH, ﬂuorescence in situ hybridization;
HPC, heterotrophic plate count; ICC, intact cell concentration; IEX, ion
exchange; MF, microﬁltration; NF, nanoﬁltration; NOM, natural organic matter;
OTU, operational taxonomic unit; PCR, polymerase chain reaction; PVC,
polyvinylchloride; QPCR, quantitative polymerase chain reaction; RO, reverse
osmosis; TCC, total cell concentration (Flow cytometry); TOC, total organic
carbon; T-RFLP, terminal restriction fragment length polymorphism; UF,
ultraﬁltration; VBNC, viable but not culturable.
biological stability (van der Kooij et al., 1982; Servais et al., 1989).
In addition, several studies have addressed the eﬀect of individual
distribution-related factors on changes in drinking water quality
(Supplementary Table S1). Concomitantly with methodological
and experimental advances in this ﬁeld, deﬁnitions of biological
stability, as well as methods and approaches to address the
concept have evolved (Rittmann and Snoeyink, 1984; Sibille,
1998; van der Kooij, 2000, 2003; Lautenschlager et al., 2013).
In recent years, high-throughput analytical and molecular
methods have emerged, enabling detailed characterization of
bacterial communities in water (for review, see Douterelo et al.,
2014), and distribution networks have been examined with an
increasingly ecology-oriented approach, in which interactions
between organisms are investigated (Berry et al., 2006; Proctor
and Hammes, 2015).
The objective of the present paper is to review existing
knowledge, future challenges and emerging ideas that aim to
achieve and monitor biological stability of drinking water in full-
scale distribution systems. We examine existing deﬁnitions and
approaches to address biological stability, highlight information
gaps and propose an updated deﬁnition and a strategy for
assessment and monitoring of biological stability.
PROBLEMS ASSOCIATED WITH
BACTERIAL GROWTH IN DRINKING
WATER DISTRIBUTION SYSTEMS
The presence of bacteria in drinking water per se is not
an issue, as long as no pathogenic organisms are present:
there are bacteria in drinking water, even in relatively high
numbers (103 to 106 cells/mL), without consequences on human
health (Hoefel et al., 2005; Hammes et al., 2008; Vital et al.,
2012a). However, unwanted and/or excessive bacterial growth
in drinking water distribution systems can cause deterioration
of microbial water quality during storage and transport. Firstly,
a number of hygienically relevant opportunistic pathogens,
such as Pseudomonas aeruginosa, Legionella pneumophila,
Mycobacteria, Aeromonas hydrophila, Klebsiella pneumoniae,
and Campylobacter have the capacity to grow at low nutrient
concentrations in drinking water distribution systems and/or
in households (Szewzyk et al., 2000; Flemming et al., 2002;
Vital et al., 2008, 2012b; Wang et al., 2013a). In addition to
bacterial species, certain protozoa have pathogenic properties
(e.g., Acanthamoeba, Cryptosporidium, Giardia lamblia), or act
as hosts for pathogenic bacteria such as Legionella pneumophila
(Bichai et al., 2008; Thomas and Ashbolt, 2011; Wang et al.,
2013a), while enteric viruses were recognized to cause water-born
gastrointestinal or other viral illness (e.g., noroviruses, Hepatitis
A virus;Wingender and Flemming, 2011). In Europe, 86 drinking
waterborne disease outbreaks were reported in the period 1990–
2005, of which 19 were identiﬁed as being caused at distribution
level. However, the majority of distribution outbreaks were
caused by external contamination, and only four outbreaks were
attributed to growth of microorganisms in bioﬁlms, stagnating
water and/or re-suspension during distribution system ﬂushing
(Risebro et al., 2007). In the USA, 32 outbreaks were reported in
the period 2011–2012, out of which 21 were related to Legionella
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(Beer et al., 2015). Secondly, deterioration of aesthetic aspects of
drinking water, such as taste, odor, and color represents up to
80% of consumer complaints to water utilities (Polychronopolous
et al., 2003; Vreeburg and Boxall, 2007). Turbid or discolored
water is the result of particles in suspension (Vreeburg et al.,
2004), which can originate from excessive growth of non-
pathogenic bacteria within drinking water distribution systems,
attached to particles, sediments or bioﬁlms. These can be re-
suspended in the water and cause yellowish colored water
(Gauthier et al., 1999; Vreeburg and Boxall, 2007). Red or
black colored water can be the consequence of iron particles
and manganese precipitates (Sly et al., 1990; Seth et al., 2004),
which can be partially produced by bio-corrosion of iron
pipes (Sun et al., 2014) or manganese oxidizing or reducing
organisms (Cerrato et al., 2010). Moreover, speciﬁc bacteria
produce molecules aﬀecting taste and odor of water. Typical
examples are actinomycetes, which produce geosmin, responsible
for an earthy-muddy water taste (Srinavasan and Sorial, 2011),
and bacteria involved in the sulfur cycle (e.g., sulfate reducing or
oxidizing bacteria) that can promote a sulfur-based odor (Scott
and Pepper, 2010). Besides, yeast, fungi, and algae have also been
recorded in drinking water and some of these organisms have
been associated with taste and odor complaints (Block et al.,
1993; Sibille et al., 1998; van der Wielen and van der Kooij,
2013). In addition, bacteria represent the start of a trophic chain,
and high bacterial numbers would result in the occurrence of
protozoa and of invertebrates such as crustaceans (e.g.,Asellidae),
worms (e.g., annelida) or snails (e.g., mollusca) in distribution
systems (van Lieverloo et al., 2002a; Christensen et al., 2011).
The presence of invertebrates and particularly of the large Asellus
aquaticus (2–10 mm long; Christensen et al., 2011) in household
taps is negatively perceived by consumers (van Lieverloo et al.,
2002a). Thirdly, operational problems were related with bacterial
activity, such as fouling of concrete pipes due to growth of
bacteria to high numbers in the form of a bioﬁlm (Flemming,
2002; Allion et al., 2011), or biocorrosion of cast-iron pipes
promoted by, e.g., sulfate-reducers and iron-oxidizers (Lee et al.,
1980; Emde et al., 1992; Sun et al., 2014). The replacement
of damaged distribution pipes related to microbial processes
represents one major ﬁnancial investment for water utilities.
Finally, non-compliance with regulatory guidelines on, e.g., HPC
or Aeromonas counts (Anonymous, 1998; Waterleidingbesluit,
2001; Sartory, 2004) can be caused by growth of culturable
heterotrophic bacteria or by increased bacterial culturability as
a result of favorable conditions. For example, HPC measured in
drinking water sampled at long residence times in a distribution
system in Germany during a warm summer (water temperatures
above 20◦C) were excessively high, sometimes exceeding the
German guideline value of 100 CFU/mL, while HPC values
in the treatment eﬄuent were below 5 CFU/mL (Uhl and
Schaule, 2004). Similarly, Lautenschlager et al. (2010) showed
that HPC in water stagnated in premise plumbing of six out
of 10 studied houses were higher than the recommended HPC
value in Switzerland (300 CFU/mL), which was the result of
increased HPC numbers during stagnation (up to 580-fold higher
than in ﬂushed tap water). Achieving biological stability and
providing good drinking quality water to consumers require
therefore not only to produce clean and safe water, but also
to limit changes in the bacterial community during drinking
water distribution that would lead to uncontrolled growth up to
high bacterial cell numbers and to the occurrence of unwanted
microorganisms.
A DEEPER LOOK INTO MICROBIAL
DYNAMICS IN DRINKING WATER
In this section, factors aﬀecting bacterial growth in drinking
water are reviewed. Each factor is examined in view of
its relevance for achieving biological stability, i.e., of its
inﬂuence on shaping and/or modifying the bacterial community
characteristics (bacterial abundance, viability, and community
composition). An overview of primary conditions for bacterial
growth and inﬂuencing factors on bacterial competition
processes is given in Figure 1. Factors related to drinking
water distribution conditions and inﬂuencing bacterial growth
kinetics, such as temperature and time are discussed in
Section “Factors Inﬂuencing Biological Stability in Distribution
Networks.”
Effect of Nutrient Concentration and
Composition
The composition and concentrations of individual substrates
in drinking water are inherently related to biological stability,
by limiting or promoting bacterial growth in water. In the
ﬁrst place, concentrations of available organic and inorganic
nutrients govern the extent of bacterial growth (Figure 2).
Heterotrophic organisms constitute the majority of bacteria
in drinking water, and draw their energy from degradation
of organic carbon compounds. Due to bacterial elemental
composition (ratio C:N:P), organic carbon is most often the
growth limiting compound and thus is particularly important for
biological stability. BOM comprises a broad spectrum of diﬀerent
organic carbon compounds ranging from simple organic acids
and sugars to complex polymeric substances, such as humic
compounds (Münster, 1993; Schmidt et al., 1998). Only a fraction
of the DOC can be utilized by bacteria as energy source for
growth. Concentrations of available organic substrate typically
range between 1 and 300 µg C/L when estimated by AOC
methods (typically 0.1–10% of DOC) or range between 40 and
800 µg C/L when estimated by BDOC methods (1–30% of
DOC; data compiled from references listed in Supplementary
Table S1). Typical yield values for heterotrophic bacteria are
between 4.6 × 106 – 20 × 106 cells/µg C (van der Kooij
and Hijnen, 1985a; Hammes and Egli, 2005), which implies
that an organic carbon concentration as low as 1 µg C/L is
suﬃcient to promote the growth of 103–104 cells/mL (van der
Kooij et al., 1980, 1982; van der Kooij and Hijnen, 1985b;
Vital et al., 2012a). In the context of regulatory guidelines for
HPC, typically in the range of 102–103 cells/mL, producing
stable water is therefore challenging. Inorganic nutrients such
as phosphorus, nitrogen or trace elements (iron, magnesium,
copper, potassium. . .), are also required for heterotrophic
growth, though in considerable smaller amounts than organic
carbon (Ihssen and Egli, 2004). Very low concentrations in
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FIGURE 1 | Overview of primary conditions for bacterial growth and influencing factors of bacterial competition processes.
any essential inorganic compounds will result in heterotrophic
bacterial growth limitation, as observed in waters with highly
elevated organic carbon concentrations (Miettinen et al., 1997).
Studies have, however, essentially focussed on organic carbon
limitations so far and it is still unclear whether bacterial
growth limitations in inorganic elements, including phosphate
limitations, but also other elements, are frequent in drinking
water systems.
While concentrations of individual substrates present in
water deﬁne the growth-limiting substrate and control the
extent of bacterial growth, the type of individual organic and
inorganic substrates determines the type of organisms present in
water. A typical example is the presence of methane-oxidizing
bacteria in deep ground waters containing high concentrations
of methane (de Vet et al., 2009; Lin et al., 2012). Though it
is generally accepted that heterotrophic bacteria constitute the
large majority of bacteria found in drinking water, presence
of autotrophic organisms such as nitrifying, sulfate-reducing
or iron-oxidizing bacteria has also been recorded in diﬀerent
drinking water systems (Rittmann and Snoeyink, 1984; Pepper
et al., 2004). For example, ammonium oxidizing bacteria such
as Nitrosomonas and Nitrospira are found in treated deep-
ground waters rich in ammonium (de Vet et al., 2009), while
sulfate-reducers (e.g., Desulfovibrio and Desulfotomaculum) and
iron-oxidizers (e.g., Gallionella, Leptothrix, and Sphaerotilus)
were associated with microbially induced corrosion processes
(Emde et al., 1992; Sun et al., 2014). Dosage of monochloramine
as residual disinfectant during drinking water transport was
also shown to cause growth of ammonium oxidizing (e.g.,
from genus Nitrosomonas) or nitrite oxidizing bacteria (Wolfe
et al., 1990; Lipponen et al., 2002). Clear data are lacking on
the contribution of autotrophic growth in the total bacterial
production and in the occurrence of aesthetic or operational
related problems. Insights in functions of speciﬁc bacterial species
in the water eco-system, and compounds and conditions required
for their development would be a major step forward in the
understanding of controlling factors of drinking water biological
stability.
Besides type and concentrations of available substrates,
composition and proportions of individual organic and inorganic
compounds are essential parameters in the competition processes
regulating bacterial growth, and are therefore essential to the
concept of biological stability. Competition is a complex interplay
between bacterial species, controlled by nutrient composition
and proportion in water, physico-chemical parameters, such as
water temperature or pH, and speciﬁc kinetic capabilities of
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FIGURE 2 | Overview of resources available for different types of bacteria and of characterization methods of organic nutrients and bacterial
communities in water.
individual species (Figure 1). As discussed above, drinking water
contains numerous diﬀerent nutrients at very low concentrations
of individual compounds (Schmidt et al., 1998; Sibille, 1998;
Wong et al., 2002). In such environment, bacteria are able to
use simultaneously several nutrients for growth (Ihssen and
Egli, 2004; Egli, 2010). The composition and concentration of
nutrients deﬁnes an ecological niche, in which bacteria that
have an overlap in substrate utilization spectrum will compete
for available substrate (Hansen and Hubbell, 1980; Fredrickson
and Stephanopoulos, 1981; Vital et al., 2012b). Therefore,
composition and proportions of individual organic and inorganic
compounds shape the bacterial community composition and
structure, which would be aﬀected by any disturbance in the
nutrient pool (Gottschal et al., 1979). The complex nutrient
composition in drinking water typically results in the presence
of a large diversity in autochthonous bacterial species (Pinto
et al., 2012; Yin et al., 2013; Liu et al., 2014), well adapted
to survival and proliferation in oligotrophic environments.
Bacterial communities with high richness and evenness have
been shown to be potentially more resistant against growth
of intrusive bacterial species and against environmental stress
(Wittebolle et al., 2009; De Roy et al., 2013; van Nevel
et al., 2013). One explanation may be the broad substrate
utilization spectrum and the large range of functionality and
metabolisms covered by bacteria. Based on these observations,
one could argue that a drinking water containing a highly
diverse bacterial community with high evenness would have
a higher chance to remain stable during water distribution
where conditions are changing (cf. details in section “Biological
Stability in Drinking Water: Implications for Treatment and
Distribution”). The role of complex bacterial competition
processes for nutrients in drinking water and of bacterial
diversity, richness and evenness for biological stability requires
further research.
Effect of Growth-Inhibiting Substances
The question of applying a disinfectant residual in water
is central in the context of biological stability. Increased
bacterial abundance in water has been observed when a residual
disinfectant is partially or fully depleted in drinking water
distribution systems (Servais et al., 1995; Nescerecka et al., 2014),
due to reaction with bacterial cells, NOM, particles, sediments,
and bioﬁlms (Rossman et al., 1994; Gauthier et al., 1999; Campos
and Harmant, 2002). Disinfectant threshold concentrations for
bulk bacterial growth to occur are dependent on water quality
and type of disinfectant applied. For example, LeChevallier
et al. (1996) reported the occurrence of high numbers of
bacteria of the coliform group in systems maintaining free
chlorine concentrations below 0.2 mg/L and monochloramine
concentrations below 0.5 mg/L, when AOC concentrations
were above 100 µg/L. More recently, Gillespie et al. (2014)
showed that drinking water distribution areas with free-
chlorine concentrations below 0.5 mg/L were related to higher
intact bacterial cell concentrations in bulk water than for
areas with higher disinfectant concentrations. Moreover, bioﬁlm
development cannot be avoided at disinfectant concentrations
used in drinking water distribution systems (LeChevallier et al.,
1987; Revetta et al., 2013; Wang et al., 2014).
Addition and depletion of disinfectants in water has been
shown to inﬂuence bacterial community composition and
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structure. Shifts in bacterial community and lower bacterial
diversity were found in various systems after chlorination
(Norton and LeChevallier, 2000; Roeder et al., 2010). Such
shifts can be due to diﬀerent resistance to chlorine of diﬀerent
bacterial species (Knochel, 1991; Abu-Shkara et al., 1998; Chiao
et al., 2014), resulting in partial disappearance of the bacterial
community after chlorine addition (Figure 3). Chiao et al.
(2014) have shown with laboratory experiments that genera,
such as Dechloromonas and Acidovorax were most sensitive to
monochloramine compared to highly resistant genera, such as
Geobacter or Legionella. One possible consequence is that a
lower variety of substrate is covered by the remaining bacterial
community, meaning that more niches are available for bacterial
growth once disinfectant is depleted. The available substrate pool
can also be modiﬁed by reaction of residual disinfectants with
NOM, resulting in formation of lowmolecular weight assimilable
organic carbon compounds (Reckhow et al., 1990; Fass et al.,
2003), which may subsequently cause a shift in bacterial
community composition. Disinfectants such as monochloramine
have also been shown to support the growth of speciﬁc bacteria,
in this case nitrifying bacteria in distribution systems (Lipponen
et al., 2002).
Effect of Other Microorganisms in
Drinking Water Distribution Systems
The importance of bacterial growth control by other organisms
than bacteria (e.g., protozoa, invertebrates, viruses) present in
drinking water distribution systems is still unclear. Bacteria
represent the start of a trophic chain in drinking water, and
are subject to predation by organisms, such as protozoa, which
in turn are targets for invertebrates (Figure 3) (Sibille, 1998;
van Lieverloo et al., 2002a). Selective grazing by protozoa is
likely to aﬀect bacterial abundance and community composition
(Wang et al., 2013a). The presence of protozoa in drinking
water systems has been reported in concentrations ranging from
5 × 104 to 7 × 105 protozoa/L (Sibille, 1998), and has been
linked to the presence of bacteria (Servais et al., 1995). Moreover,
both protozoa and invertebrates excrete inorganic and organic
nutrients, that are utilizable by bacteria and therefore modify the
pool of available nutrients for bacterial growth (Sherr and Sherr,
2002; Wang et al., 2013a).
Location of Bacterial Cells: In Water,
Sediment, and Biofilm
Bacteria attached to surfaces, such as pipe surfaces, deposited
particles/sediments, and suspended particles, grow in a
signiﬁcantly diﬀerent environment in comparison with
conditions in bulk water (Figure 3), which has considerable
inﬂuence on abundance, growth rates, and composition of the
bacterial community (Boe-Hansen et al., 2002a; Liu et al., 2014).
Characteristics of Drinking Water Biofilms
Bioﬁlms are aggregates of microbial cells, usually accumulated
at a solid–liquid interface and encased in a matrix of highly
FIGURE 3 | Overview of microbial dynamics in a distribution pipe section. Influences of pipe material, hydraulics, residual disinfectant, and bacterial predators
on bacterial growth and community shifts are highlighted.
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hydrated EPS (Flemming and Wingender, 2010). Bioﬁlms are
initiated by adsorption of bacterial cells to a surface, followed by
production of EPS by attached cells, and bacterial proliferation
within the formed bioﬁlm (Figure 3). Bioﬁlm cell density in
drinking water distribution systems can vary signiﬁcantly with
cell numbers in the range of 104 to 108 cells/cm2, and with the
amount of active biomass, as measured with ATP concentrations
in the range of 102 to 104 pg ATP/cm2 (Boe-Hansen et al., 2002b;
Wingender and Flemming, 2004; Långmark et al., 2005; Liu
et al., 2014). The EPS structure oﬀers a protective environment
against disinfectant residuals and against grazing organisms, and
binds organic and inorganic compounds (LeChevallier et al.,
1988; Flemming and Wingender, 2010). Due to extracellular
enzymes in the EPS, bioﬁlm bacteria can utilize complex organic
substrates, such as humic acids that are not easily biodegradable
and usually not used by bulk water bacteria (Camper, 2004;
Flemming and Wingender, 2010). Availability of additional
nutrients creates new ecological niches and thus enables growth
of diﬀerent microorganisms than present in bulk water. Liu
et al. (2014) reported that about 12% of the total bacteria
(OTUs) found in bioﬁlms were not shared with the bulk water.
Shift in bacterial community between suspended and attached
phases are furthermore inﬂuenced by speciﬁc pipe materials
applied in drinking water distribution networks (see details in
section “Biological Stability in Drinking Water: Implications for
Treatment and Distribution”). Studies have shown that young
bioﬁlms display similar characteristics to the bulk water bacterial
communities, while mature bioﬁlms displayed lower growth
rates and lower community richness, indicating a diﬀerent
bacterial community (Boe-Hansen et al., 2002b; Martiny et al.,
2003).
Characteristics of Drinking Water Sediments
Sediment formation is the result of particle deposition under
favorable hydraulic conditions (Vreeburg et al., 2008) (Figure 3),
and distribution networks can contains as much as 3000 mg/m
loose deposits (Barbeau et al., 2005; Vreeburg et al., 2008).
Deposited particles oﬀer a favorable environment for bacterial
growth, as (i) they provide a large surface area, (ii) are usually
composed of organic compounds and also (iii) contain inorganic
substrates (e.g., Ca, Fe, Mn; Gauthier et al., 1999; Zacheus et al.,
2001). Liu et al. (2014) found that sedimentsmay favor the growth
of speciﬁc bacterial species, for example bacteria involved in
iron and arsenic cycling (e.g., Rhodoferax sp. and Geobacter sp.).
Particle sedimentation combined with bioﬁlm formation and EPS
production consolidates the sediment structure, which expands
as long as sediments are not re-suspended during high hydraulic
peaks (cf. details in section “Biological Stability in Drinking
Water: Implications for Treatment and Distribution”). During
sediment expansion, anoxic or anaerobic conditions are likely
to be created, providing a selective environment for the growth
of bacteria not found in the bulk water phase (e.g., Rhodoferax
sp. and Geobacter sp., or bacteria from actinomycetes group;
Zacheus et al., 2001; Liu et al., 2014). Sediments were shown to
contain large amounts of biomass, in the range of 700 to 4000 ng
ATP/g loose deposit (Liu et al., 2014) and up to 1011 cells/g
(Barbeau et al., 2005) and to harbor the largest bacterial diversity,
compared to bulk water and bioﬁlm phases, with 29% of the total
bacteria which were not shared with the bulk water (Liu et al.,
2014). Sediments can be the source of hygienic and operational
problems, as they oﬀer a protective environment for bacteria
to grow, particularly for undesirable organisms (Gauthier et al.,
1999), and iron-oxidizing bacteria shown to increase corrosion
processes (Sun et al., 2014). Furthermore, sediments can be the
source of colored water when re-suspended into the bulk water
(Vreeburg and Boxall, 2007) and host invertebrates (Christensen
et al., 2011).
Interactions Between Biofilm, Sediment, and Bulk
Water Phases
Mechanisms of interactions between bioﬁlm, sediment, and bulk
water bacteria have been investigated to estimate to which extent
bioﬁlms and sediments aﬀect the bacterial community in bulk
water in terms of abundance and community composition and
structure, thus how these interactions might aﬀect biological
stability. Bioﬁlms have long been considered as containing the
largest fraction (up to 95%) of bacterial cells in drinking water
distribution systems (Flemming et al., 2002). However, the
sediment phase has been largely overlooked due to sampling
diﬃculties (Liu et al., 2013a). A recent study has shown that 98%
of bacterial cells were situated in both bioﬁlms and sediments, of
which 60 to 90%were actually situated in the sediment phase (Liu
et al., 2014). It was ﬁrst assumed that the majority of bulk water
bacteria originate from bioﬁlm detachment (LeChevallier et al.,
1987; van derWende et al., 1989), rather than bacterial growth in
the bulk water phase. However, this hypothesis was challenged
by a study by Boe-Hansen et al. (2002a), which demonstrated
higher bacterial activity and growth rates in bulk water than
in bioﬁlm (0.30 day−1 in bulk water compared to 0.048 day−1
in bioﬁlm). The study showed that bacterial production in the
bulk water constituted 37% of the total bacterial production
in a model drinking water system. Recently, Liu et al. (2014)
detected diﬀerent bacterial community compositions in bulk
water and bioﬁlm, and Henne et al. (2012) found signiﬁcantly
diﬀerent core bacterial communities in both water and bioﬁlm
sampled from full-scale and long used distribution systems. From
these observations, it was suggested that bulk water bacteria
function as a seed bank for bioﬁlms and sediments (Henne
et al., 2012; Liu et al., 2014), each phase thereafter developing
its own bacterial community, with diﬀerent predominant species
depending on speciﬁc environmental conditions. However,
interactions between bacteria in water, sediment, and bioﬁlm
phases are still unclear. Detachment of bioﬁlms and re-
suspension of sediments would arguably contribute to bacterial
cell concentrations and community composition in the bulk
water (cf. details on hydraulic conditions in section “Biological
Stability in Drinking Water: Implications for Treatment and
Distribution”). Moreover, bacterial cells in bioﬁlm and sediments
would compete with bulk water bacteria for available nutrients.
As the largest proportion of bacteria is present in the two
phases, substantially fewer nutrients would remain available for
bulk water bacteria. Consequently, the role and interactions
between bulk water, bioﬁlms, and sediments should be taken into
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account when considering biological stability in drinking water
distribution systems.
BIOLOGICAL STABILITY IN DRINKING
WATER: IMPLICATIONS FOR
TREATMENT AND DISTRIBUTION
Both water treatment and distribution conditions can
signiﬁcantly aﬀect biological stability in drinking water
distribution systems, by shaping bacterial community
characteristics and/or modifying bacterial growth environment.
Achieving biological stability therefore requires to (i) produce
biological stable water, i.e., a water that does not support bacterial
growth, considering the composition of its nutrients and its
bacterial community, and (ii) distribute water in conditions
that do not promote changes in the microbial community, in
full-scale systems as well as in households (Figure 4).
Treatment Strategies for the Production
of Biological Stable Water
Water Sources and Treatment Strategies
Water treatment strategies are adapted to the characteristics
of raw water, which can be very diverse. Deep ground water
typically contains very low bacterial cell concentrations (103–
104 cells/mL), are often anaerobic and contain low organic
nutrients (e.g., AOC below 10 µg ac-C/L) but potentially high
methane (e.g., 0.01 to 9 mg/L) and ammonium concentrations
(e.g., 0.2 to 5 mg/L; van der Kooij et al., 1982; de Vet et al.,
2009; Hedegaard and Albrechtsen, 2014). Surface waters, on
the other hand, typically contain high bacterial cell numbers
(105–106 cells/mL) and relatively high concentrations of organics
(e.g., AOC in the range of 5–150 µg Ac-C/L; van der Kooij,
1990; Hammes et al., 2010a; van der Wielen and van der Kooij,
2010), while numerous in-between situations can be found
with, e.g., inﬁltrated water or phreatic aerobic ground water
(van der Kooij et al., 1982; van der Kooij and Hijnen, 1985b).
Treatment strategies typically aim to inactivate hygienically
relevant organisms, remove micro-pollutants, improve aesthetic
aspects (turbidity, taste, and odor), and prevent bacterial
growth during water distribution. Therefore, combinations of
diﬀerent treatment types are applied. In several European
countries, stable water is produced from surface water using
extensive multistep treatments, without the use of residual
disinfectant. As an example, treatment trains applied in Zurich
and Amsterdam include one or several disinfection steps
(e.g., ozonation) and a combination of biological ﬁltration
processes (e.g., rapid sand ﬁlter, slow sand ﬁlter, activated
carbon ﬁlter, and/or dune inﬁltration; Hammes et al., 2010a;
Vital et al., 2012a). The choice of treatment strategies and
combinations are crucial in the production of biological stable
water, as it determines (i) composition and concentration of
individual organic and inorganic nutrients, and (ii) bacterial
community characteristics (abundance, activity, community
composition).
Oxidation Processes
Oxidation processes, such as chlorination and ozonation or
UV/H2O2 advanced oxidation, are commonly applied as primary
disinfection strategies for bacterial inactivation (Bernarde et al.,
FIGURE 4 | Biological stability components: source to tap overview of critical parameters controlling biological stability in drinking water systems.
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1967; Hoefel et al., 2005; Ramseier et al., 2011a). Oxidative
treatments often result in modiﬁcation of the substrate
composition (van der Kooij et al., 1989; Schmidt et al., 1998;
Okuda et al., 2009; Sarathy and Mohseni, 2009; Ramseier
et al., 2011b). As an example, Vital et al. (2012a) reported
an AOC increase from 20 to 120 µg ac-C/L after ozonation,
while DOC concentration did not change, indicating a clear
change in the composition of organic compounds in water. In
this regard, Hammes et al. (2006) showed that 60–90% of the
AOC formed after ozonation of Lake water was composed of
organic acids. Primary disinfection processes with high ozone or
free chlorine dosage also typically result in inactivation of the
entire bacterial community (Hammes et al., 2008, 2010a), thus
leaving room for new microorganisms to colonize the treated
water and consume the altered nutrient pool. Overall, oxidative
processes create highly unstable water due to combined eﬀects
of (i) increased nutrients availability and (ii) absence and/or
inactivation of bacterial cells, thus creating a new niche for
bacterial growth.
Biological Filtration Processes
Biological ﬁltration processes are applied worldwide and are
usually implemented after primary disinfection processes (van
der Kooij, 1992; Prévost et al., 1998; Gauthier et al., 1999;
Hammes et al., 2010a; Pinto et al., 2012). Biological ﬁltration
processes are believed to be an essential step for production
of biological stable water (Rittmann and Snoeyink, 1984; van
der Kooij, 1990; Smeets et al., 2009). Diﬀerent types of
ﬁltration technologies, applied for diverse purposes, can act
as biological ﬁltration. These include active carbon, rapid or
slow sand ﬁltrations, or soil inﬁltration. When water ﬂows
through biological ﬁlters, bacterial cells attach to ﬁlter particles
(Servais et al., 1994; Velten et al., 2007) and consume substrates
provided by the water, resulting in formation of a diverse bacterial
community. Pinto et al. (2012) recorded the presence of 14
diﬀerent bacterial phyla in the eﬄuent of a rapid dual media
ﬁlter. Bacterial community abundance, activity and composition
in ﬁlters depends on nutrient composition of water ﬂowing
through the ﬁlter, resulting in the presence of diﬀerent organisms
being able to metabolize diﬀerent types of substrate, and on
environmental parameters, such as temperature (cf. section “A
Deeper Look into Microbial Dynamics in Drinking Water”;
Fonseca et al., 2001). Bacterial cells regularly detach from the
ﬁlters, and bacteria are found in water after biological ﬁltration
typically in bacterial cell concentrations ranging between 104
and 105 cells/mL (Servais et al., 1994; Hammes et al., 2010a;
Lautenschlager et al., 2014). Studies have shown that biological
ﬁltration processes shape the bacterial community composition
in treated water (Pinto et al., 2012; Lin et al., 2014), which is
only slightly modiﬁed during water distribution (Henne et al.,
2012). Successive biological ﬁltration steps of diﬀerent types are
often applied in order to consume fast degradable and more
complex organic compounds. As an example, Lautenschlager
et al. (2014) showed in a multi-step treatment plant in Zürich that
low molecular weight humic substances were mainly removed
during rapid sand ﬁltration, while polysaccharides were degraded
in subsequent slow sand ﬁltration. This can be attributed to
residence time of water in the slow sand ﬁlter, which can be up
to 50 times longer than in rapid sand ﬁlter (Huisman and Wood,
1974). Application of successive biological ﬁltration steps thus
gradually shapes both the nutrient pool and bacterial community
characteristics in treated water (Lautenschlager et al., 2014).
Changing raw water quality or temperature variations potentially
aﬀect bacterial community characteristics in treated water in
time, including bacterial community composition (Pinto et al.,
2014) and/or activity and/or abundance (van der Wielen and van
der Kooij, 2010). Application of biological ﬁltration processes
has two main advantages: (i) growth-supporting organic and
inorganic nutrients in treated water are considerably reduced
(up to 80–90% AOC removal; van der Kooij, 1987; Hijnen
and van der Kooij, 1993; Servais et al., 1994) and (ii) a
very diverse autochthonous bacterial community is released in
treated water, therefore covering a large substrate utilization
spectrum and contributing to biological stability of water (cf.
section “A Deeper Look into Microbial Dynamics in Drinking
Water”).
Membrane Filtration
In recent years, application of membrane ﬁltration methods
rather than chemical additions to water, have been proposed
as an alternative primary or secondary disinfection approach
(Sibille et al., 1997; Sibille, 1998; Vrouwenvelder et al., 2004).
Several membrane types can be distinguished based on their
removal capacity, and include MF, UF, NF, and RO (Mallevialle
et al., 1996). The advantage of this approach is that it lowers
signiﬁcantly bacterial cell concentration in treated water, by
removing over 99.5% of bacterial cells (Liikanen et al., 2003),
without producing any by-products that have potential adverse
health eﬀects, or contribute to available nutrients for bacterial
growth. Moreover, membrane ﬁltration considerably reduces the
amount of suspended particles entering the distribution system,
thus lowering the potential for sediment deposition (Vreeburg
et al., 2008) and associated problems (cf. sections “Location of
Bacterial Cells: In Water, Sediment, and Bioﬁlm” and “Water
Temperature”).
The use of membrane-based ﬁltration methods, however,
potentially leads to production of unstable water (Okabe et al.,
2002). While bacterial cells are physically removed from the
water, a signiﬁcant fraction of nutrients passes through the
membranes, whatever the cut-oﬀ value (Liu et al., 2013b). While
over 90% of BDOC is retained with NFmembranes (Escobar and
Randall, 2001; Vrouwenvelder et al., 2004), a large proportion of
AOC remain in the ﬁltered water, ranging between 5 and 90%,
depending on the cut-oﬀ value and the inﬂuent water quality
(Liikanen et al., 2003; Meylan et al., 2007). Even RO membranes,
which enable an eﬃcient bacterial cell and organic compound
removal (over 99.5% rejection of bacterial cells, and over 90%
of TOC rejection), do not retain all AOC, with about 80% AOC
rejection eﬃciency (Park and Hu, 2010). As no system remains
sterile (Liikanen et al., 2003; Liu et al., 2013b), these nutrients are
fully available for new bacterial growth in the distribution system.
In such case, water retains a certain level of growth potential,
as highlighted by Liikanen et al. (2003) who observed an HPC
increase of over a log unit during incubation of the permeate of
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nanoﬁlters for 20 days. Similarly, signiﬁcant regrowth occurred
in a model distribution system fed with RO permeate, both in the
bulk water (from 50 bacterial cells/mL in the RO permeate up
to about 103 cells/mL in the bulk water after 20 days residence
time)and in the form of a bioﬁlm (containing 8 × 103 cells/cm2)
developed on PVC coupons in a bioﬁlm reactor fed with the RO-
treated water during 20 days. Bacterial cell numbers remained,
however, extremely low in comparison with a similar system fed
with the same tap water without prior RO treatment (2 × 105
cells/mL in bulk water, and 7× 105 cells/cm2 in bioﬁlm), showing
a reduced growth potential of the water after RO ﬁltration. In
summary, membrane ﬁltered water remains unstable due to the
permeability of certain compounds through the membrane, the
lowest growth potential being obtained by membranes retaining
the highest proportion of nutrients (e.g., RO).
Ion Exchange
Ion exchange has also been proposed as an additional step in full-
scale conventional drinking water treatment system to improve
color of ﬁnal water and biological stability (e.g., Heijman et al.,
1999). IEX is eﬃcient in removing low molecular weight organics
(Bolto et al., 2002), and has been shown to signiﬁcantly reduce
both DOC (e.g., by 50%) and AOC (e.g., by 60%) of ﬁnal water
(Grefte et al., 2011). Bioﬁlm formation rate of produced water
was subsequently reduced by 70%. However, water treated by
IEX retains a certain degree of bacterial growth potential: in a
study by Liu et al. (2013b), bacterial growth was detected in a
water treated with IEX and incubated for 24 h, with an increase
in ATP of 23% and in total bacterial cell concentration of 41%,
showing that the IEX treatment did not fully prevent bacterial
growth.
Secondary Disinfection
Inmany cases, a secondary disinfection is applied to the produced
drinking water before distribution, typically with free chlorine,
chlorine dioxide, or monochloramine (van der Kooij, 1992;
LeChevallier et al., 1996; Prévost et al., 1998; Batté et al., 2006;
Pinto et al., 2012). The aim of secondary disinfection is either to
prevent bacterial growth in drinking water distribution systems,
or to reduce HPC values below the guideline value. In both
cases, application of a disinfectant alters signiﬁcantly the bacterial
community composition and structure, usually resulting in a
lower diversity and richness, as well as the nutrient pool (cf.
details in section “A Deeper Look into Microbial Dynamics in
Drinking Water”). Consequently, the growth potential of the
water is aﬀected with new niches available for bacterial growth
once disinfectant residual is depleted (cf. section “A Deeper Look
into Microbial Dynamics in Drinking Water”).
Factors Influencing Biological Stability in
Distribution Networks
Water distribution conditions can have a considerable impact
on biological stability (Figure 4). Various factors inﬂuence
microbial processes described in Section “A Deeper Look
into Microbial Dynamics in Drinking Water,” including water
temperature, residence time, hydraulic conditions, pipe material,
and/or disinfectant residual decay. An overview of microbial
dynamics in a drinking water pipeline section is provided in
Figure 3.
Pipe Materials
Pipe material composition inﬂuences bioﬁlm development on
pipe surfaces (Figure 3). A single distribution system typically
includes diverse materials such as metal pipes (e.g., cast iron,
stainless steel), cement, and/or synthetic polymers (e.g., PVC),
on which widely diﬀerent growth rates, bacterial densities,
and community compositions were measured (Niquette et al.,
2000; Yu et al., 2010; Wang et al., 2014). Several studies have
demonstrated that iron pipes allow the highest bacterial densities,
with up to 45 times higher bacterial biomass ﬁxed on iron
coupons than on plastic materials (Norton and LeChevallier,
2000; Niquette et al., 2000). Corrosion of iron pipes leads to
the release of particles and deposit formation (Figure 3), on
which organic and inorganic compounds adsorb, and which
act as attachment sites, where bacteria are protected from
disinfectant residuals (Camper, 2004; Morton et al., 2005).
Synthetic polymeric pipe materials, such as cross-linked poly-
ethylene (PEX), polybutylene (PB), or PVC, were shown to
release biodegradable organic substances (Figure 3), modifying
the available nutrient source for bacteria to grow (Skjevrak
et al., 2003; Bucheli-Witschel et al., 2012). Even if stable
water is produced at the treatment plant, release of additional
nutrients into water can cause biological instability. As an
example, van der Kooij and Veenendaal (2001) reported an
increase by up to 200% in ATP concentration after incubation
of water with plastic materials (e.g., plasticized PVC, PVCp)
compared to the incubation of the same water alone. Pipe
materials inﬂuence the bacterial community predominantly
during its ﬁrst stage of development (Martiny et al., 2003; Henne
et al., 2012). Consequently, construction of new distribution
systems or replacement of pipe segments in old distribution
systems profoundly aﬀects the biological stability of drinking
water for a period of time that can reach up to several
years before a stable system is reached again (Martiny et al.,
2003).
Hydraulic Conditions
Hydraulic changes in distribution systems are frequent and play
a major role in interactions between bulk water, sediment, and
bioﬁlm phases (Figure 3). Low water consumption periods result
in low ﬂow velocities or even water stagnation in reservoirs
and parts of distribution systems, enabling particle deposition,
increased residence time, and oﬀering favorable conditions
for bacterial growth to occur (Gauthier et al., 1999; Zacheus
et al., 2001; Liu et al., 2013a,b). On the other hand, hydraulic
peaks caused by high consumption periods, ﬁre-ﬁghting actions,
pipe ﬂushing or system malfunctioning such as pipe breaks,
unavoidably result in increased bioﬁlm detachment and possible
sediment re-suspension (Lehtola et al., 2006; Vreeburg and
Boxall, 2007). This increases bacterial dispersal in the network
water and will modify bacterial abundance and community
composition in the bulk water, thus aﬀecting biological stability
(Figure 3). Hydraulic peaks can cause release of hygienically
relevant organisms (Torvinen et al., 2004; Wingender and
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Flemming, 2011), and serious aesthetic issues such as presence
of invertebrates in the bulk water (van Lieverloo et al., 2002a),
or color deterioration of water at the point of consumption
(Vreeburg et al., 2004). To avoid such problems, Vreeburg et al.
(2009) have proposed to adapt distribution system design, to
control hydrodynamic conditions in distribution systems and
limit particle deposition, sediment formation, and avoid dramatic
hydraulic peaks.
Water Temperature
Water temperature is an essential factor inﬂuencing bacterial
growth kinetics and competition processes. Drinking water
temperatures typically range between 3 and 25◦C in European
countries, (Kerneis et al., 1995; Niquette et al., 2001; Uhl and
Schaule, 2004), and ﬂuctuate seasonally within this temperature
range even within a single drinking water distribution system.
Elevated water temperatures have often been associated with
increased bacterial abundance in drinking water distribution
systems (Servais et al., 1992; Kerneis et al., 1995; Francisque
et al., 2009; Liu et al., 2013a), and with higher numbers in
indicator organisms such as coliforms or Aeromonas (Burke
et al., 1984; Volk and Joret, 1994; LeChevallier et al., 1996).
Francisque et al. (2009) recorded ﬁve times more occurrences
of HPC concentrations above 100 CFU/mL at temperatures
above 18◦C than at lower water temperatures. In addition, water
temperature can also aﬀect bacterial community composition,
by providing competitive advantages to speciﬁc bacterial species
in deﬁned temperature ranges, including pathogenic species
(Vital et al., 2007, 2012b). For example, Vital et al. (2012b)
showed that the maximum growth rate and competitive ﬁtness
of E. coli grown with an indigenous drinking water community
increased with temperature in the range of 12–30◦C. There is
therefore increased chance for problems associated with bacterial
growth in summer periods (with higher water temperatures),
such as hygienic risks, deterioration of aesthetic aspects of
water, malfunctioning of water installations, exceeding of legal
guidelines, for e.g., heterotrophic plate counts (cf. section
“Problems Associated with Bacterial Growth in Drinking Water
Distribution Systems”). In this regard, speciﬁc attention is
given to the inﬂuence of anticipated global warming on
drinking water quality, as average water temperatures are
expected to increase, concomitantly with longer periods at
higher temperatures (Levin et al., 2002). Moreover, signiﬁcant
seasonal shifts in bacterial community composition have been
reported in eﬄuents of treatment utilities (Pinto et al., 2014).
Though the cause of such variations is not clear at this
stage, seasonal variations in water temperature could well be
involved in bacterial community characteristics of water entering
the distribution system. Further research would be needed
to determine to which extent these changes aﬀect bacterial
competition processes within the drinking water distribution
system.
Residence Time
Residence times can reach up to a few days within a distribution
system (Kerneis et al., 1995), leaving time for bacterial growth to
occur. Residence times depend on (i) distance from treatment
plant, up to 100 km or more in the case of extended cities
or remote villages (Cook et al., 2014), (ii) pipe diameters,
varying from a few meters in water mains down to a few
millimeters in service pipes, and (iii) water ﬂow velocity caused
by water consumption. The latter also inﬂuences additional
residence time of water within reservoirs at the treatment
outlet and/or within distribution systems. In general, higher
bacterial abundances were observed at higher water residence
times in the network (Maul et al., 1985; Kerneis et al., 1995;
Uhl and Schaule, 2004; Nescerecka et al., 2014). In the case
of chlorinated water, increased bacterial abundance at long
residence time is often congruent with decay of disinfectant
residual (Servais et al., 1995). However, in systems distributing
water without residual disinfectant, long residence times do
not systematically lead to an increase, but occasionally to
a decrease in bacterial abundances and/or activity (van der
Wielen and van der Kooij, 2010), possibly be due to substrate
limitations. In summary, the eﬀect of residence time on
microbial dynamics is not clear and is often dependent on
other factors such as residual disinfectant decay and/or substrate
availability.
Residual Disinfectant Decay
While biological stability could theoretically be achieved by
maintenance of suﬃcient disinfectant residuals at all points of a
distribution system, this is challenging to achieve. Many of the
factors mentioned in this section contribute to disinfectant decay
within distribution systems. For example, dissolved nutrients
in bulk water, as well as EPS and organic and inorganic
nutrients adsorbed on bioﬁlms and sediments can react with
the disinfectant (Gauthier et al., 1999; Campos and Harmant,
2002), resulting in lowered concentrations or even absence of
residual disinfectant at long residence times (Maul et al., 1985;
Kerneis et al., 1995). This phenomenon is increased in pipe
sections with small diameter, in which the surface to volume
ratio is higher, thus increasing contact of water with pipe
materials and/or bioﬁlms and sediments. Prévost et al. (1998)
have observed a faster decay in 150 mm diameter pipes than
in larger water mains. Chemical reactions are further aﬀected
by water temperature, also modifying the disinfection capacity
in time (Bernarde et al., 1967; Urano et al., 1983). Loss of
disinfection residuals undoubtedly results in biological instability
and bacterial regrowth (Servais et al., 1992; LeChevallier et al.,
1996; Nescerecka et al., 2014).
Construction, Operation, and Maintenance Practices
Good practices for construction, operation, and maintenance
of water distribution systems are also essential to maintain
biological stability in distribution systems (Smeets et al., 2009).
A code for hygiene during pipe installation was developed
by water utilities in the Netherlands (van Lieverloo et al.,
2002b). Besides, maintenance of suﬃcient pressure in the system
for protection against intrusion of external water, and good
maintenance of pipelines to maintain physical integrity and limit
leakages, are essential to prevent external contamination. In
this way, intrusion of both external organisms and organic and
inorganic nutrients is avoided, that would profoundly aﬀect the
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nutrient pool and bacterial community composition in drinking
water.
Is Biological Stability Compromised at
Household Level?
Premise plumbing conditions can cause biological instability
and compromise water quality in the last meters prior to
consumption. Water stagnation in household pipes has been
shown to result in signiﬁcantly increased bacterial abundance
in the water (up to threefold increase) and in a shift in
bacterial community composition (changes ranging from 20 to
100% compared to the population in the ﬂushed water; Pepper
et al., 2004; Lautenschlager et al., 2010; Lipphaus et al., 2014).
Water quality within households is inﬂuenced by the same
parameters as in the distribution system, i.e., water temperature,
residence time, pipe material, hydraulics, disinfectant decay,
and interactions between bulk water, sediments, and bioﬁlms.
However, conditions within households are more extreme than
the water in the distribution network (Figure 4). Average
water temperatures are generally higher in households than
in the distribution system, sometimes reaching 20◦C or more,
due to pipes installed through heated rooms or nearby heat
sources (Lautenschlager et al., 2010; Lipphaus et al., 2014).
Bacterial growth is supported in bioﬁlms and bulk water due
to both warmer water temperatures and long residence times
in household pipes. On average, water is stagnant in household
pipes for 23 h per day (Proctor and Hammes, 2015), and
in practice this varies from a few hours up to some weeks
in cases such as holiday houses or seasonal hotels. Measured
changes in microbial community abundance and composition
were dependent on stagnation time (Lautenschlager et al., 2010;
Manuel et al., 2010). One of the challenges in maintaining
good water quality up to the consumer’s tap is that pipe
materials choice and replacement are left to the house owner
responsibility, and are often not well controlled. A large variety
of pipe materials are often found in households and diﬀer
from the ones found in distribution mains. These include
copper, plastic, and elastomeric materials, which are sometimes
not in accordance with regulations for use in drinking water
(Regulation EC No 1935/2004, 2004; Regulation EU No 10/2011,
2011). Typical examples are ﬂexible plastic materials, such
as shower tubes or small rubber ﬁttings, including ethylene-
propylene-diene-monomer (EPDM), which have considerable
bacterial growth promotion potential (Bucheli-Witschel et al.,
2012). The eﬀect of pipe material on bacterial growth is further
increased by signiﬁcantly smaller pipe diameters in households
than in distribution networks, resulting in increased contact
between bulk water bacteria and bioﬁlm and/or pipe material,
and in faster disinfectant decay (Servais et al., 1992; Rossman
et al., 1994; Prévost et al., 1998). Finally, consumer’s taps
can be the source of water back-contamination by organic
and inorganic nutrients and/or bacteria. Better regulations
of pipe materials in use in premise plumbing would help
a better control of microbial processes in the last meters
before the tap (Flemming et al., 2014; Proctor and Hammes,
2015). However, it is still unclear if household conditions
could promote uncontrolled bacterial growth and signiﬁcant
biological instability, following a biological stable drinking water
distribution system.
HOW IS BIOLOGICAL STABILITY
ASSESSED?
There are three types of indicators for biological instability of
a drinking water system. Firstly, indirect signs of instability
for water utilities are customer complaints about taste, color,
turbidity, and/or odor, and the deterioration or malfunctioning
of water installations, due to fouling or (bio-) corrosion.
Secondly, biological stability/instability is traditionally predicted
based on growth-promoting properties of treated water and/or
materials in contact with water, and associated with guideline
values (Supplementary Table S1). Thirdly, direct detection
of changes in microbial community characteristics within
distribution systems is indicative for instability. This section
reviews existing and emerging methods for predicting and
monitoring biological stability in drinking water distribution
systems (Figure 2).
Predictive Methods
Evaluation of Growth Promoting Properties of
Drinking Water and Associated Guidelines
A range of methods have been developed to assess growth
promoting properties (growth potential) of drinking water and
are traditional indicators for biological stability (van der Kooij
et al., 1982; Servais et al., 1989; Hu et al., 1999; Ross et al.,
2013). In essence, these methods are predictive, as the water is
analyzed before distribution, and the tests are used to predict
the extent of growth that could potentially occur during water
distribution.
Initial focus of these methods was on biodegradable organic
carbon and included the assessment of AOC, initially proposed
by van der Kooij et al. (1982), van der Kooij and Hijnen (1985b),
and BDOC method, proposed by Servais et al. (1987, 1989).
Both methods have been the subject to numerous adaptations for
improving the tests representativeness, ease of handling and time
(Werner, 1984; Joret and Levi, 1986; Joret et al., 1988; Lucena
et al., 1990; Ribas et al., 1991; Hambsch et al., 1992; LeChevallier
et al., 1993; Miettinen et al., 1997; Haddix et al., 2004; Hammes
and Egli, 2005; Sack et al., 2009; Ross et al., 2013). While the
AOC assays by deﬁnition focus on easily available substrates
for planktonic growth, BDOC assays enable the assessment of
the refractory fraction of biodegradable organic carbon, which
can be used by bioﬁlm-bacteria in distribution systems (Camper,
2004; Flemming andWingender, 2010). In general, higher BDOC
values than AOC values are measured in drinking water. For
example, Volk and LeChevallier (1999) reported BDOC values in
the range of 0.15–0.75mg/L andAOC values in the range of 0.10–
0.33 mg/L in treated surface waters. Systematic application of
the methods for full-scale studies showed that little AOC uptake
occurred and HPC values remained below guideline values
(100 cfu/mL) during distribution of non-chlorinated waters with
an AOC level below 10 µg Ac-C/L (van der Kooij, 1992). In
chlorinated water, statistically fewer occurrences of coliforms
were observed at AOC concentrations below 100µg Ac-C/L than
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in waters with higher AOC concentrations (LeChevallier et al.,
1996). No decrease in BDOC was observed during distribution
of waters with a BDOC levels below 150 µg C/L in chlorinated
distribution systems (Servais et al., 1992; Volk and Joret, 1994).
These diﬀerent AOC and BDOC values have been associated with
no/limited bacterial growth and have been subsequently used
as guidelines for biological stable water (van der Kooij, 1987;
LeChevallier et al., 1992).
Both AOC and BDOC methods focus primarily on organic
carbon as the only growth-limiting substrate in drinking water.
However, other compounds were identiﬁed as possible microbial
growth controlling substances (organic carbon, ammonium,
manganese, iron; Rittmann and Snoeyink, 1984; States et al.,
1985; van der Kooij and Hijnen, 1985b; Miettinen et al., 1997),
and might be in some cases more critical to describe and
understand microbial dynamics in full-scale drinking water
systems. The bacterial growth that water can support as
such, independently of its growth-limiting element, can be
assessed by incubation of a water samples without pre-treatment
in controlled conditions (Gillespie et al., 2014). The same
approach can be extended for the assessment of growth-limiting
compounds in water samples by step-wise addition of single
substrates or combinations of substrates (Miettinen et al., 1999;
Ihssen and Egli, 2004), and subsequent measurement of the
bacterial growth potential.
A large number of devices have been used to study the
property of water to support development of bioﬁlms in drinking
water distribution systems. These include annular reactors (e.g.,
Volk and LeChevallier, 1999), Propella R© reactors (e.g., Lehtola
et al., 2006), ﬂow cell systems (e.g., Manuel et al., 2010), and
Robbins devices (e.g., Kalmbach et al., 1997). An extensive
overview of available systems has been provided by Gomes et al.
(2014). Many of these devices comprise coupons of deﬁned
materials such as copper, PVC or cement, which can have an
inﬂuence on growth of bioﬁlm. Alternatively, van der Kooij
et al. (1995) proposed to quantify the potential of water to form
bioﬁlms on inert materials. Subsequently, additional guideline
values for biological stable water have been introduced, such as
BFR which should be kept smaller than 10 pg ATP/cm2.d in
produced drinking water (van der Kooij et al., 1995).
Growth Promoting Properties of Materials in Contact
with Water
Materials in contact with drinking water can profoundly
inﬂuence growth potential. A number of assays have been
developed to assess this eﬀect, and the approach varies from
country to country. For example, a standardized method in
the United Kingdom measures consumed dissolved oxygen as
an indicator for bacterial growth on 150 cm2 of material in
contact with water during 7 weeks (Colbourne and Brown,
1979; BSI, 2000). In Germany, formation of biomass on
800 cm2 material surface is measured as the volume of slime
produced during 12 weeks (ÖNorm B 5018-1,2, 2002) and in
the Netherlands, BFP is measured on 50 cm2 material (van
der Kooij and Veenendaal, 1994) with ATP analysis. The latter
test was further adapted to estimate the potential of tested
material to promote bacterial growth both on its surface (bioﬁlm)
and in the bulk water in contact with the material (BPP;
van der Kooij and Veenendaal, 2001). More recently, Bucheli-
Witschel et al. (2012) have developed a new test package which
requires 14 days and that measures the BPP (quantiﬁed with
FCM) as well as the AOC fraction in water after a series
of high-temperature standardized migration assays. Though
assessment of growth-promoting properties of materials in
contact with water is a useful decision-making tool for selection
of appropriate materials, it is challenging to assess growth-
promoting properties of materials already installed in networks.
The latter can be largely aﬀected by long-term aging in speciﬁc
conditions in distribution systems, including continuous ﬂow
and presence of bioﬁlms, sediments and/or speciﬁc degrading
organisms.
Direct Indicators of Change
Distribution conditions can signiﬁcantly aﬀect bacterial growth
in distribution systems (cf. section “Biological Stability in
Drinking Water: Implications for Treatment and Distribution”).
To evaluate the distribution eﬀect, the best approach is to
directly characterize bacterial communities in the system.
A change in bacterial abundance, viability and/or community
composition can be considered as indicative for biological
instability.
Bacterial Abundance
An increase in bacterial abundance is a clear sign of biological
instability, and can be measured as a change in speciﬁc
bacteria, bacterial groups, or in the total bacterial community
(Servais et al., 1992; LeChevallier et al., 1996; van der Wielen
and van der Kooij, 2010; Nescerecka et al., 2014). Speciﬁc
detection usually focuses on hygienically relevant organisms such
as Legionella, Mycobacterium, Pseudomonas aeruginosa, total
coliforms, Enterococcus and E. coli (Tallon et al., 2005). In the
Netherlands, the presence of Aeromonas is also included in
legislation and often tested as an indicator for biological stability
(Waterleidingbesluit, 2001). Speciﬁc detection is traditionally
performed by cultivation on selective media, and more recently
with molecular-based techniques such as qPCR or with the use
of speciﬁc antibodies (Rompré et al., 2002; Schets et al., 2002;
Tallon et al., 2005; Hügler et al., 2011; Douterelo et al., 2014).
Besides speciﬁc detection, cultivation is also used worldwide
in drinking water monitoring for HPC methods (Allen et al.,
2004; Pepper et al., 2004; Uhl and Schaule, 2004; Batté et al.,
2006). There is more or less universal agreement that the fraction
of bacterial cells detected by HPC methods is less than 1% of
the total bacterial concentration in drinking water (Staley and
Konopka, 1985; Hoefel et al., 2003; Hammes et al., 2010a; Epstein,
2013). Quantiﬁcation of all bacterial cells in a water sample is
achieved by cell labeling with ﬂuorescent dyes (e.g., SYBR Green
I or DAPI) and subsequent detection by either epiﬂuorescence
microscopy (Servais et al., 1992; Niquette et al., 2001) or FCM
(Hoefel et al., 2003; Hammes et al., 2008). FCM enables extremely
fast water analysis with limited sample handling (Hammes et al.,
2008; Prest et al., 2013), as well as possibility for automation
(Hammes et al., 2012; Besmer et al., 2014). The use of FCM
has revealed an increase in total cell concentrations in the range
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of 11–23% in drinking water distributed without disinfectant
residual (Hammes et al., 2010a; Prest et al., 2014) and up to
300% in household taps after stagnation (Lautenschlager et al.,
2010). While all methods above are well adapted for enumeration
of suspended bacterial cells, they cannot be applied directly
for enumeration of bacteria attached to particles, sediments,
or bioﬁlms. Pre-treatments such as ultrasonication or physical
removal (e.g., swabbing or scratching the surface) are required
to detach and suspend bacteria (Boe-Hansen et al., 2002b; Magic-
Knezev and van der Kooij, 2004).
Bacterial Viability and Activity
A large number of viable drinking water bacteria is not
detected with cultivation methods as a result of being either so-
called unculturable bacteria (Kaeberlein et al., 2002; D’Onofrio
et al., 2010; Epstein, 2013) or in the so-called “VBNC” state
(Oliver, 2005; Hammes et al., 2011). It is particularly useful
to determine cultivation-independent bacterial viability/activity
when disinfection is applied. Viability of all bacterial cells can be
assessed by cell labeling with ﬂuorescent dyes targeting speciﬁc
features of bacterial cells related to bacterial viability, such as
cell membrane integrity (e.g., propidium iodide), membrane
potential [e.g., DiBAC4(3)], respiratory activity (e.g., CTC), and
subsequent detection with epiﬂuorescence microscopy or ﬂow
cytometry (Prévost et al., 1998; Hoefel et al., 2005; Berney
et al., 2008; Ramseier et al., 2011a; Hammes et al., 2011). As an
example, Berney et al. (2008) have shown that water sampled at a
household tap after non-chlorinated water distribution contained
1.7 × 105 cells/mL, of which about 70% had intact, polarized
bacterial cell membranes, but only 20% displayed esterase
activity. Noticeable biological instability has been detected in
a chlorinated drinking water distribution system, in which the
total bacterial cell concentration increased from 1.62 × 105 to
1.07 × 106 cells/mL and the percentage of cells with intact
membranes increased from 3 to 59% (Nescerecka et al., 2014).
Besides the above single-cell methods, ATP is a useful bulk water
measurement of biological activity, as ATP is present only in
living cells (Karl, 1980). Typically, total ATP concentrations in
the range of 0.8 to 12 ng ATP/L are found in drinking water
(Lautenschlager et al., 2010; van der Wielen and van der Kooij,
2010). For increased speciﬁcity in the method, it is possible to
distinguish between intracellular and extracellular ATP and to
estimate the average amount of bacterial ATP per cell when
combined with FCM quantiﬁcation (Hammes et al., 2010b; Vital
et al., 2012a). ATP measurements have successively been applied
in several case studies to assess biological stability (van derWielen
and van der Kooij, 2010; Vital et al., 2012a; Liu et al., 2014;
Nescerecka et al., 2014). A few alternatives for bacterial activity
measurements in drinking water have been proposed (Staley and
Konopka, 1985), including the measurement of H3-Leucine or
H3-thymidine incorporation (Servais et al., 1992; Boe-Hansen
et al., 2002a).
Bacterial Community Composition
A change in microbial community composition is indicative of
instability (Lautenschlager et al., 2013; Pinto et al., 2014; El-
Chakhtoura et al., 2015). Molecular methods for this purpose are
predominantly based on DNA extraction and PCR ampliﬁcation
(e.g., of 16S rRNA gene) and are roughly classiﬁed into either
ﬁngerprinting methods or high-throughput sequencing methods
(Read et al., 2011; Douterelo et al., 2014). Fingerprinting
methods such as DGGE and T-RFLP provide insight in the
bacterial community composition, without identiﬁcation of
speciﬁc bacterial groups or species. Fingerprinting methods are
useful for a quick comparison between bacterial community
in diﬀerent water samples, and have been applied to study,
e.g., the eﬀect on bacterial communities of diﬀerent pipe
materials (Roeder et al., 2010; Yu et al., 2010) or of water
stagnation and ﬂushing of household taps (Lautenschlager
et al., 2010; Manuel et al., 2010). Recently, non-molecular
techniques such as ﬂow cytometric ﬁngerprints have been
shown to be indicative of the bacterial community composition,
and have been useful for detection of bacterial community
shifts after changing environmental conditions or after water
distribution (De Roy et al., 2012; Koch et al., 2013; Prest et al.,
2014).
16S rRNA-gene based NGS methods, including 454-
pyrosequencing, Illumina, or Ion-torrent, enable taxonomic
and/or functional classiﬁcation of organisms present in
drinking water at various phylogenetic levels. These high
throughput techniques evolved rapidly in the past decade and are
consequently used in increasing numbers of studies on drinking
water (e.g., Hwang et al., 2012; Wang et al., 2013b, 2014; Pinto
et al., 2014; Lin et al., 2014; Liu et al., 2014; Roeselers et al.,
2015). 16S rRNA gene based NGS techniques also enable the
study of speciﬁc bacterial groups such as ammonia-oxidizing,
iron-oxidizing, or sulfate-reducing bacteria (Gomez-Alvarez
et al., 2013; Sun et al., 2014).
EVALUATION OF CURRENT
DEFINITIONS AND APPROACHES FOR
BIOLOGICAL STABILITY ASSESSMENT
Existing Definitions of Biological Stability
The ﬁrst deﬁnition of biological stability was formulated by
Rittmann and Snoeyink (1984): “A biological stable water does
not support the growth of microorganisms to a signiﬁcant
extent, whereas an unstable water supports high numbers of
microbes in distribution systems if suﬃcient disinfectant is not
used”. This deﬁnition essentially focused on the properties of
water leaving treatment facilities. However, concomitantly with
research developments on microbial dynamics in drinking water
treatment and distribution systems (Supplementary Table S1),
it became clear that not only the properties of water, but also
distribution conditions could signiﬁcantly aﬀect bacterial growth
in drinking water distribution systems (cf. section “Biological
Stability in Drinking Water: Implications for Treatment and
Distribution”). New deﬁnitions were proposed taking into
account combinations of parameters: Sibille (1998) pointed out
the importance of organic matter and of predation by protozoa
(Supplementary Table S1, deﬁnition Nr. 2), while van der Kooij
(2000) considered both the properties of treated water and
of piping material as critical points: “Biostability is deﬁned as
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the inability of water or a material in contact with water to
support microbial growth in the absence of a disinfectant”. With
the emergence of methods such as ﬂow cytometry and high-
throughput sequencing methods, sensitive detection of changes
in bacterial community characteristics led to a broader deﬁnition
of biological stability (Lautenschlager et al., 2013): “Biological
stability would imply no changes occurring in the concentrations
and composition of the microbial community in the water during
distribution”.
The last two deﬁnitions strongly rely on available methods,
and shaped the two main current strategies for assessment
of biological stability, namely (i) prediction and (ii) direct
assessment of changes in bacterial community characteristics
during water distribution. Both approaches have major
advantages and drawbacks, as detailed in this section and
summarized in Table 1.
Evaluation of Predictive Approaches
One usual approach to evaluate biological stability is the
prediction of changes that could potentially occur during water
distribution, based on controlled laboratory-scale methods (e.g.,
AOC, BDOC, BFR, BPP tests; van der Kooij et al., 1982;
LeChevallier et al., 1993; van der Kooij and Veenendaal, 2001;
Bucheli-Witschel et al., 2012) and/or modeling of microbial
dynamics during water distribution (Servais et al., 1992, 1995;
Dukan et al., 1996; Srinivasan and Harrington, 2007). The
approach is based on the deﬁnition of biological stability provided
by van der Kooij (2003), who subsequently proposed to use
combinations of tools for (i) assessment of biological stability of
water by evaluating treated water growth-promoting properties
based on both organic carbon content (AOCmethod) and bioﬁlm
promoting properties (BFR method), (ii) assessment of growth-
promoting properties of materials in contact with water (e.g., BPP
test) and (iii) modeling eﬀects of water quality parameters and
distribution systems conditions onmicrobial activity. In this way,
both eﬀects of water growth potential and distribution conditions
are evaluated, and the eﬀect of each individual parameter, such
as water temperature, residence time, residual disinfectant decay,
or hydraulic conditions can be modeled or tested individually
(Dukan et al., 1996; van der Kooij, 2003). Thorough application
of predictive methods and statistical evaluation of large datasets
from distribution systems (van der Kooij, 1992; Servais et al.,
1995; van der Kooij et al., 1995; LeChevallier et al., 1996)
have provided guideline values (e.g., for AOC, BDOC, or BFR
or BPP parameters) that are helpful decision-making tools for
water utilities for optimization of water treatment trains for
production of biological stable water and of distribution (cf.
Supplementary Table S1 and section “How is Biological Stability
Assessed?”).
However, predictive approaches do not cover all aspects
of bacterial growth-controlling factors in drinking water
distribution systems. As an example, AOC tests by deﬁnition
do not evaluate autotrophic growth or limitations in any
other nutrient that organic carbon, unless the method is
adapted and speciﬁcally targets inorganic nutrient limitation.
Besides, conditions in full-scale distribution systems are complex,
with the conjunction of numerous factors that are speciﬁc
to each and every distribution system: structure and length
of distribution systems, water consumption and temperature
proﬁles, combination of pipe materials, history of water
source and treatment implementations, pipe replacement, and/or
maintenance actions such as pipe ﬂushing. These factors would
inﬂuence the bacterial community that colonize drinking water
distribution systems (cf. details in sections “A Deeper Look
into Microbial Dynamics in Drinking Water” and “Biological
Stability in Drinking Water: Implications for Treatment and
Distribution”). As a result, prediction does not necessarily reﬂect
what actually occurs during water distribution system, as many
factors are likely to aﬀect bacterial dynamics.
Evaluation of Direct Assessment
Approaches
Another approach to assess biological stability relies on
measurement of changes in bacterial community characteristics
directly in distribution systems (Hammes et al., 2010a;
Lautenschlager et al., 2013), and is based on the deﬁnition
of biological stability provided by Lautenschlager et al. (2013).
This approach has the major advantage to directly evaluate
what occurs in drinking water distribution systems and/or at
household levels, and to take into account both eﬀects of treated
water and of distribution conditions. Besides, the approach is
applicable to any drinking water distribution system, whether
disinfectant residuals are present or not, and all bacterial types
are considered, including heterotrophic and autotrophic bacteria.
Finally, absence of change in bacterial community characteristics
refers to any parameter related to microorganisms in water, i.e.,
TABLE 1 | Summary of advantages (+) and drawbacks (–) of current approaches for assessment of biological stability of drinking water.
Predictive approach Direct assessment approach
AOC, BDOC, BFR, BPP guidelines values No change in microbiological-related parameters
+ Useful decision-making tools – Lack for guideline values and specified methods
– Guidelines sometimes too strong – No clear value for what is an acceptable change
– Distribution system complexity not considered + Both water and system stability are considered
– No evaluation of what really happens + Direct evaluation of what really happens
– Guideline values dependent on application or not of disinfectant residuals + Applicable to any system (w/o disinfectant residuals)
– Focus on heterotrophic growth + All bacterial types considered
– Focus on bacterial abundance + All characteristics of bacterial community considered (abundance, viability,
composition)
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not only abundance, but also viability, activity and composition
and structure of the microbial community.
However, the absence of a deﬁned toolbox and clear
guideline values represents a major diﬃculty for water utilities
to implement the direct approach. There is currently no
speciﬁcation of which parameters should be measured, as there is
no uniﬁed method to describe and quantify microorganisms and
particularly bacterial communities in water. Most likely diﬀerent
conclusions could be obtained from diﬀerent methods, as they
target part or all the bacterial community, and/or speciﬁc features
related to bacterial activity or viability (cf. details in section
“How is Biological Stability Assessed?”), and direct comparison of
results from diﬀerent studies is diﬃcult. More importantly, there
is a major knowledge gap, related to the “degree of acceptable
change” or the degree of instability that would cause problems
such as deterioration of water aesthetic aspects or of installations.
During studies performed with ﬂow cytometry, small changes in
bacterial cell abundance have been detected in drinking water
distribution systems (from 9.5 ± 0.6 × 104 to 1.3 ± 0.1 × 105
cells/mL; Lautenschlager et al., 2013; from 3.5 ± 0.2 × 105 to
4.3 ± 0.4 × 105 cells/mL; Prest et al., 2014). While Hwang
et al. (2012) and Pinto et al. (2014) have shown that the core
microbial community does not change with distance in the water
distribution system, El-Chakhtoura et al. (2015) highlighted an
extreme dynamicity in rare taxa (3–4% of the total drinking
water bacterial community). These relatively small variations in
bacterial community characteristics were not related to any loss
in water quality, and it is unclear from these studies if such a
change in bacterial abundance and/or community composition
should be considered as a problem, or more broadly as biological
instability. One essential question is whether universal guideline
values can be proposed, for e.g., bacterial cell concentrations
and/or extent of acceptable change, or whether the degree of
acceptable change is speciﬁc to each and every drinking water
distribution system.
VIEW: A MULTI-DISCIPLINARY
APPROACH FOR THE ASSESSMENT OF
BIOLOGICAL STABILITY
New Definition of Biological Stability
In essence, a biological stable drinking water is a water where
the microbial community does not change during distribution,
or at least not to a degree that aﬀects negatively consumer’s
safety and aesthetic perception or cause technical system failure,
neither on spatial nor on temporal scales, at any drinking
water distribution location including the point of use and
consumption. From a principle deﬁnition perspective, biological
stability would imply that no change in the microbial community
characteristics (abundance, viability, community composition)
is detected in time or distance in the distribution system.
Practically, current knowledge still does not allow for stating
speciﬁc guideline values of acceptable change in the water
quality.
Achieving biological stability requires that (i) biological stable
water is produced and (ii) distributed in conditions that do
not promote uncontrolled changes in the microbial community,
until the point of consumption (Figure 4). Consequently, we
propose a comprehensive, integrated approach for the study
of bacterial dynamics in drinking water distribution systems,
requiring the use of both predictive methods in controlled
laboratory tests for the assessment of water growth-promoting
properties, and analytical methods for direct on-site spatial and
temporal monitoring of bacterial communities (Figure 5). Parts
of the comprehensive approach can be selected depending on
the application, for e.g., regular water monitoring, collection
of information toward targeted improvement of treatment or
distribution conditions, or in-depth research (cf. details in section
“Applications”).
In Situ Assessment of Spatial and
Temporal Bacterial Dynamics in
Distribution Systems
Designing an in situ sampling strategy is a crucial step for
assessing biological stability. The sampling strategy should cover
diﬀerent aspects of water microbial quality variations in drinking
water distribution systems:
• Assess spatial variations in bulk water quality in distance
during water distribution, due to either intrinsic bacterial
growth potential of the water and/or inﬂuences of distribution
conditions (section “Biological Stability in Drinking Water:
Implications for Treatment and Distribution”). The sampling
scheme should therefore include the treatment eﬄuent and
various locations in the distribution system. Nescerecka et al.
(2014) described a randomized sampling approach for so-
called hot-spot detection. As alternative, directed sampling
can be considered based on hydraulic models/calculations,
tracer tests, and/or pressure zones, to select distribution
areas of interest (e.g., based on residence time in the system
or distance to the treatment plant; van der Wielen and
van der Kooij, 2010; Lautenschlager et al., 2013; Liu et al.,
2014).
• Assess temporal variations in bulk water quality in the
treatment eﬄuent and at selected locations in the distribution
system. Temporal variations should be assessed on both short
(hour-to-week) time-scales to detect diurnal patterns and
events (Besmer et al., 2014; Nescerecka et al., 2014; Prest
et al., 2014; El-Chakhtoura et al., 2015) and long (multi-
year) time-scales to detect seasonal changes (Pinto et al.,
2014).
• Spatial and temporal investigations of bioﬁlm and sediments
should ideally also be included in the design of studies
on microbial dynamics in full-scale distribution systems.
These two phases are, however, more diﬃcult to sample
and therefore not ideal for high frequency monitoring.
Sediment sampling can be achieved by distribution
networks ﬂushing (Liu et al., 2014). Bioﬁlm sampling
can only be performed following pipe extraction from the
system (Wingender and Flemming, 2004), e.g., during a
pipe replacement by water utilities. Alternatively, bioﬁlm
traps/coupons/reactors can be directly connected to
the system on long-term basis for representative bioﬁlm
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FIGURE 5 | Suggested approach and methods for studying biological stability in drinking water distribution systems.
formation (Servais et al., 1995; Wingender and Flemming,
2004).
The analysis of water quality should be performed with a
combination of methods to analyze microbial and environmental
parameters. The following combination of methods is
suggested:
• Assessment of bacterial abundance with ﬂow cytometry (e.g.,
Hammes et al., 2010a; Lautenschlager et al., 2013);
• Assessment of bacterial activity/viability with ﬂow cytometry
combined with viability-targeted ﬂuorescent dye and
complemented with ATP measurements (e.g., Vital et al.,
2012a; Nescerecka et al., 2014);
• Detection of basic shifts in bacterial community composition
by analysis samples with ﬂow cytometric ﬁngerprints (Prest
et al., 2014);
• In-depth analysis of bacterial community composition with
16S rRNA-gene sequencing methods (e.g., pyrosequencing or
Ilumina; Pinto et al., 2014; Roeselers et al., 2015).
• Analysis of environmental parameters, including temperature,
pH, conductivity, concentrations of biodegradable organic
(e.g., AOC and BDOC) and inorganic nutrients (e.g.,
phosphate, sulfur, and nitrogen-based compounds such as
ammonium and sulfate, methane, and metallic compounds
such as iron and manganese). AOC and BDOC tests in
this regard are not used as growth predictive methods
but rather as measurements of organic content of water,
useful for interpretation of data collected with other
analysis.
Predictive Methods for Evaluation of
Potential for Biological Stability
Predictive methods are useful to provide supportive information
for decision-making of water treatment and/or distribution
conditions improvements. Tests should be applied to
the treatment eﬄuent and on a selection of distribution
locations to evaluate both properties of treated water
and how these are aﬀected by distribution conditions.
Depending on the question addressed, laboratory tests can
include:
• Evaluation of the inherent growth potential of drinking
water samples, by direct, untreated incubation of water
under controlled laboratory conditions (Gillespie et al., 2014).
Incubation conditions can be adapted to be similar to
those encountered in distribution systems with low water
temperature (e.g., 12◦C) and possibly long residence times
(e.g., 10 days).
• Identiﬁcation of growth-limiting nutrients in treated water, by
adding a selection of nutrients prior incubation of the treated
water in controlled laboratory conditions (Miettinen et al.,
1999; Ihssen and Egli, 2004);
• Evaluation of promoting properties of water for bioﬁlm
formation, using e.g., the BFR method;
• Evaluation of growth-promoting properties of pathogenic
organisms, alone or in competition with the indigenous
bacterial community (Vital et al., 2008, 2012b);
• Evaluation of growth-controlling properties of materials
in contact with water (e.g., Bucheli-Witschel et al.,
2012).
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Applications
The extensive tests proposed can be applied individually or
combined depending on targeted information. Below are listed
a number of applications.
Water Quality Monitoring
Routine monitoring of drinking water quality is
essential for surveillance of water quality. A number of
chemical/environmental parameters (e.g., pH, conductivity,
temperature) are nowadays used for water quality monitoring
in real time with on-line apparatus. However, monitoring of
microbial aspects remain conservative with the use of cultivation
methods for both general water quality (HPC) and hygienically
relevant organisms. Disadvantages of cultivation-based methods
have been discussed in Section “How is Biological Stability
Assessed?”, but essentially, results are only obtained few days
after sampling, which does not allow for rapid detection of
system failure (e.g., pipe leakage or break) and for immediate
corrective actions. Flow cytometry in this regard is an excellent
candidate as rapid method for general microbial water quality
monitoring, by providing results within 15 min (Hammes et al.,
2008; Prest et al., 2013). Moreover, on-line ﬂow cytometric
technologies are emerging (Besmer et al., 2014) and one could
envision in future real-time monitoring of total and intact
bacterial cell counts in treatment eﬄuents and water at several
locations in distribution systems. Measurement of total and free
ATP concentrations are also to consider for viability assessment
and can easily be implemented as routine measurement, as
already applied by water utilities in the Netherlands. Collection
of large data on water quality in distribution systems in space
and time enables description of inherent variations (e.g., daily
or seasonal) to each drinking water distribution system under
normal conditions and to provide a baseline for detection of
abnormal changes (LeChevallier et al., 1996; Besmer et al.,
2014). Application of such an approach on long-term would
provide sound basis for establishing the degree of acceptable
change speciﬁc to a given distribution network, or when action
is required to safeguard water quality during distribution. In
such a case of abnormal change, the continuous control with
ﬂow cytometry should be complimented with other methods,
such as high-throughput sequencing, or screening for speciﬁc
pathogenic organisms.
One key advantage of implementing monitoring of microbial
parameters in water on a high-frequency basis is the sensitivity
for detection of a change in drinking water quality or
characteristics. Any change in chemical/environmental property
of water would result in a change in the bacterial community (cf.
section “A Deeper Look into Microbial Dynamics in Drinking
Water”). This change could be detected sensitively by ﬂow
cytometry, ATP or 16S rRNA-gene sequencing methods, while
other methods for measuring chemical properties of water would
not be suﬃciently sensitive. As an example, an increase in organic
components in water of 1 µg C/L would result in an increase of
104 cells/mL. Flow cytometry enables the counting of bacterial
cells down to concentrations of 100 cells/mL. Theoretically, this
implies that FCM would enable to quantify bacterial growth
occurring from the consumption of 0.01 µg C/L. In comparison,
detection limits of AOC methods are usually in the range of
1–10 µg C/L, while the current analytical techniques for DOC
measurements have higher detection limits (from 10 µg C/L in
the case of high quality apparatus).
Improvement of Treatment and Distribution
Condition
Combined results obtained from in situ and laboratory-scale
analyses provide a basis for water treatment and distribution
conditions evaluation. The extent of bacterial growth that water
can support in bulk water and in bioﬁlm can be assessed
using growth potential tests without sample pre-treatment
(Gillespie et al., 2014) and the BFR test. Adaptation of the
growth potential test is also useful for identiﬁcation of growth-
limiting compounds. The gathered information provide basis
for choosing adequate treatment(s) to reduce growth potential
of water, by decreasing concentration of growth-limiting
compound. Besides, the eﬀect of changing operation conditions
of speciﬁc treatment (e.g., contact time within bioﬁlters) or of
implementation of new treatment steps can be evaluated using
the same methods. However, decisions should also be grounded
on basis of on-site measurements that evaluate the extent of
growth actually occurring within a speciﬁc distribution system,
based on ﬂow cytometric and ATPmeasurements.
In-depth Research for New Insights in the Biological
Stability Concept
The large set of methods proposed can be applied to unravel key
knowledge gaps highlighted in previous sections. Particularly,
high-throughput 16S rRNA-gene sequencing methods combined
with quantitative methods, such as FCM and ATP, oﬀer
new opportunities to investigate drinking water ecology
related questions (cf. section “How is Biological Stability
Assessed?”), including the occurrence of autotrophic growth or
the interactions between bulk water, sediments, and bioﬁlms.
Similarly, growth potential tests would be of speciﬁc value to
investigate water limitations in inorganic nutrients. Furthermore,
systematic large-scale studies applying the combined methods
would provide information related to the establishment of
guideline values for a degree of acceptable change in drinking
water distribution systems.
CONCLUSION
The production and distribution of biological stable drinking
water should be a non-negotiable goal for water utilities with the
perspective of providing the same water quality to consumers
than produced at the treatment facility. This can only be
achieved by adequate monitoring and control of microbial
processes during water treatment and distribution. Research in
the past 30 years has signiﬁcantly increased knowledge on factors
driving changes in microbial water quality during drinking water
distribution. These ﬁndings have led to implementation and
improvement of new water treatment strategies, distribution
system designs, and good operation and maintenance practices.
However, there are still large knowledge gaps, and a change in
microbial water quality is not systematically avoided. Emerging
analytical and molecular methods, such as ﬂow cytometry
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and high-throughput sequencing methods, open new ways for
increased understanding of drinking water distribution pipeline
ecology. These should be combined and implemented in uniﬁed
approaches for the study of microbial dynamics in full-scale
drinking water distribution systems. Moreover, new perspectives
for drinking water quality monitoring are oﬀered by novel
analytical methods such as fully automated and on-line ﬂow
cytometric analysis.
AUTHOR CONTRIBUTIONS
All authors listed, have made substantial, direct and intellectual
contribution to the work, and approved it for publication.
FUNDING
This publication is based upon work supported by Evides
Waterbedrijf and the King Abdullah University of Science and
Technology (KAUST) Oﬃce of Sponsored Research (OSR) under
Award No. URF/1/1728-01-01.
SUPPLEMENTARY MATERIAL




Abu-Shkara, F., Neeman, I., Sheinman, R., and Armon, R. (1998). The eﬀect
of fatty acid alteration in coliform bacteria on disinfection resistance and/or
adaptation. Water Sci. Technol. 38, 133–139. doi: 10.1016/S0273-1223(98)00
814-2
Allen, M. J., Edberg, S. C., and Reasoner, D. J. (2004). Heterotrophic plate count
bacteria- what is their signiﬁcance in drinking water? Int. J. Food Microbiol. 92,
265–274. doi: 10.1016/j.ijfoodmicro.2003.08.017
Allion, A., Lassiaz, S., Peguet, L., Boillot, P., Jacques, S., Peultier, J., et al. (2011).
A long term study on bioﬁlm development in drinking water distribution
system: comparison of stainless steel grades with commonly usedmaterials. Rev.
Métall. 108, 259–268. doi: 10.1051/metal/2011063
Anonymous (1998). Water Pollution Act and S.I. No. 439 of 2000 Requires Local
Authorities to take Measures to Ensure Drinking Water Meets the Requirements
of Directives 80/778/EEC and A 93/83/EC, L330/332–L330/354.
Barbeau, B., Gauthier, V., Julienne, K., and Carriere, A. (2005). Dead-end ﬂushing
of a distribution system: short and long-term eﬀects on water quality. J. Water
Suppl. Res. Technol. Aqua 54, 371–383.
Batté, M., Féliers, C., Servais, P., Gauthier, V., Joret, J. C., and Block, J. C.
(2006). Coliforms and other microbial indicators occurrence in water and
bioﬁlm in full-scale distribution systems. Water Sci. Technol. 54, 41. doi:
10.2166/wst.2006.446
Beer, K. D., Gardano, J. W., Roberts, V. A., Hill, V. R., Garrison, L. E., Kutty,
P. K., et al. (2015). Surveillance for waterborne disease outbreaks associated
with drinking water – United States, 2011–2012. Morb. Mortal. Wkly. Rep. 64,
842–848. doi: 10.15585/mmwr.mm6431a2
Bernarde, M. A., Snow, W. B., Olivieri, V. P., and Davidson, B. (1967). Kinetics
and mechanism of bacterial disinfection by chlorine dioxide. Appl. Microbiol.
15, 257–265.
Berney, M., Vital, M., Hulshoﬀ, I., Weilenmann, H. U., Egli, T., and Hammes, F.
(2008). Rapid, cultivation-independent assessment of microbial viability in
drinking water.Water Res. 42, 4010–4018. doi: 10.1016/j.watres.2008.07.017
Berry, D., Xi, C., and Raskin, L. (2006). Microbial ecology of drinking
water distribution systems. Curr. Opin. Biotechnol. 17, 297–302. doi:
10.1016/j.copbio.2006.05.007
Besmer, M. D., Weissbrodt, D. G., Kratochvil, B. E., Sigrist, J. A., Weyland, M. S.,
and Hammes, F. (2014). The feasibility of automated online ﬂow cytometry
for in-situ monitoring of microbial dynamics in aquatic ecosystems. Front.
Microbiol. 5:265. doi: 10.3389/fmicb.2014.00265
Bichai, F., Payment, P., and Barbeau, B. (2008). Protection of waterborne pathogens
by higher organisms in drinking water: a review.Can. J. Microbiol. 54, 509–524.
doi: 10.1139/w08-039
Block, J. C., Haudidier, K., Paquin, J. L., Miazga, J., and Levi, Y. (1993). Bioﬁlm
accumulation in drinking water distribution systems. Biofouling 6, 333–343.
doi: 10.1080/08927019309386235
Boe-Hansen, R., Albrechtsen, H. J., Arvin, E., and Jorgensen, C. (2002a). Bulk water
phase and bioﬁlm growth in drinking water at low nutrient conditions. Water
Res. 36, 4477–4486. doi: 10.1016/S0043-1354(02)00191-4
Boe-Hansen, R., Albrechtsen, H. J., Arvin, E., and Jorgensen, C. (2002b). Dynamics
of bioﬁlm formation in a model drinking water distribution system. J. Water
Supply Res. Technol. 51, 399–406.
Bolto, B., Dixon, D., Eldridge, R., King, S., and Linge, K. (2002). Removal of natural
organic matter by ion exchange.Water Res. 36, 5057–5065. doi: 10.1016/S0043-
1354(02)00232-4
BSI (2000). BS 6920 – Suitability of Non-metallic Products for Use in Contact
with Water Intended for Human Consumption with Regard to their Eﬀect on
the Quality of Water – Methods of Test – Growth of Aquatic Microorganisms
Test. Part I (Speciﬁcation) and Part II (Growth of Aquatic Microorganisms Test).
London: BSI.
Bucheli-Witschel, M., Kötzsch, S., Darr, S., Widler, R., and Egli, T. (2012).
A new method to assess the inﬂuence of migration from polymeric materials
on the biostability of drinking water. Water Res. 46, 4246–4260. doi:
10.1016/j.watres.2012.05.008
Burke, V., Robinson, J., Gracey, M., Peterson, D., and Partridge, K. (1984).
Isolation of Aeromonas hydrophila from a metropolitan water supply: seasonal
correlation with clinical isolates. Appl. Environ. Microbiol. 48, 361–366.
Camper, A. K. (2004). Involvement of humic substances in regrowth. Int. J. Food
Microbiol. 92, 355–364. doi: 10.1016/j.ijfoodmicro.2003.08.009
Campos, C., and Harmant, P. H. (2002). Assessing the impact of dissolved organic
carbon changes on disinfectant stability in a distribution system. Water Sci.
Technol. 2, 251–257.
Cerrato, J. M., Falkinham, J. O. III, Dietrich, A. M., Knocke, W. R.,
McKinney, C. W., and Pruden, A. (2010). Manganese-oxidizing and -reducing
microorganisms isolated from bioﬁlms in chlorinated drinking water systems.
Water Res. 44, 3935–3945. doi: 10.1016/j.watres.2010.04.037
Chiao, T. H., Clancy, T. M., Pinto, A., Xi, C., and Raskin, L. (2014). Diﬀerential
resistance of drinking water bacterial populations to monochloramine
disinfection. Environ. Sci. Technol. 48, 4038–4047. doi: 10.1021/es40
55725
Christensen, S. C., Nissen, E., Arvin, E., and Albrechtsen, H. J. (2011). Distribution
of Asellus aquaticus and microinvertebrates in a non-chlorinated drinking
water supply system–eﬀects of pipe material and sedimentation.Water Res. 45,
3215–3224. doi: 10.1016/j.watres.2011.03.039
Colbourne, J. S., and Brown, D. A. (1979). Dissolved oxygen utilization as an
indicator of total microbial activity on non-metallic materials in contact
with potable water. J. Appl. Bacteriol. 47, 223–231. doi: 10.1111/j.1365-
2672.1979.tb01748.x
Cook, D., Morran, J., Mobius, W., and Drikas, M. (2014). Impact of water quality
change in the river Murray on monochloramine decay. Water J. Aust. Water
Assoc. 41, 110–116.
De Roy, K., Clement, L., Thas, O., Wang, Y., and Boon, N. (2012). Flow cytometry
for fast microbial community ﬁngerprinting. Water Res. 46, 907–919. doi:
10.1016/j.watres.2011.11.076
De Roy, K., Marzorati, M., Negroni, A., Thas, O., Balloi, A., Fava, F., et al.
(2013). Environmental conditions and community evenness determine the
outcome of biological invasion. Nat. Commun. 4:1383. doi: 10.1038/ncomms
2392
de Vet, W. W., Dinkla, I. J., Muyzer, G., Rietveld, L. C., and van Loosdrecht, M. C.
(2009). Molecular characterization of microbial populations in groundwater
sources and sand ﬁlters for drinking water production.Water Res. 43, 182–194.
doi: 10.1016/j.watres.2008.09.038
D’Onofrio, A., Crawford, J. M., Stewart, E. J., Witt, K., Gavrish, E.,
Epstein, S., et al. (2010). Siderophores from neighboring organisms
Frontiers in Microbiology | www.frontiersin.org 19 February 2016 | Volume 7 | Article 45
Prest et al. Biological Stability of Drinking Water
promote the growth of uncultured bacteria. Chem. Biol. 17, 254–264. doi:
10.1016/j.chembiol.2010.02.010
Douterelo, I., Boxall, J. B., Deines, P., Sekar, R., Fish, K. E., and Biggs,
C. A. (2014). Methodological approaches for studying the microbial ecology
of drinking water distribution systems. Water Res. 65, 134–156. doi:
10.1016/j.watres.2014.07.008
Dukan, S., Levi, Y., Piriou, P., Guyon, F., and Villon, P. (1996). Dynamic modelling
of bacterial growth in drinking water networks.Water Res. 30, 1991–2002. doi:
10.1016/0043-1354(96)00021-8
Egli, T. (2010). How to live at very low substrate concentration. Water Res. 44,
4826–4837. doi: 10.1016/j.watres.2010.07.023
El-Chakhtoura, J., Prest, E., Saikaly, P., van Loosdrecht, M., Hammes, F., and
Vrouwenvelder, H. (2015). Dynamics of bacterial communities before and after
distribution in a full-scale drinking water network. Water Res. 74C, 180–190.
doi: 10.1016/j.watres.2015.02.015
Emde, K. M. E., Smith, D. W., and Facey, R. (1992). Initial investigation of
microbially inﬂuenced corrosion (MIC) in a low temperature water distribution
system.Water Res. 26, 169–175. doi: 10.1016/0043-1354(92)90216-Q
Epstein, S. S. (2013). The phenomenon of microbial uncultivability. Curr. Opin.
Microbiol. 16, 636–642. doi: 10.1016/j.mib.2013.08.003
Escobar, I. C., and Randall, A. A. (2001). Assimilable organic carbon
(AOC) and biodegradable dissolved organic carbon (BDOC): complementary
measurements. Water Res. 35, 4444–4454. doi: 10.1016/S0043-1354(01)
00173-7
Fass, S., Block, J.-C., Boualam, M., Gauthier, V., Gatel, D., Cavard, J.,
et al. (2003). Release of organic matter in a discontinuously chlorinated
drinking water network. Water Res. 37, 493–500. doi: 10.1016/S0043-1354(02)
00362-7
Flemming, H. C. (2002). Biofouling in water systems–cases, causes and
countermeasures. Appl. Microbiol. Biotechnol. 59, 629–640. doi: 10.1007/
s00253-002-1066-9
Flemming, H.-C., Bendinger, B., Exner, M., Gebel, J., Kistemann, T., Schaule, G.,
et al. (2014). “The last meters before the tap: where drinking water quality is
at risk,” in Microbial Growth in Drinking Water Supplies – Problems, Causes,
Control and Research Needs, eds D. van der Kooij and P. W. J. van der Wielen
(London: IWA Publishing), 207–238.
Flemming, H. C., Percival, S. L., and Walker, J. T. (2002). Contamination potential
of bioﬁlms in water distribution systems.Water Sci. Technol. 2, 271–280.
Flemming, H. C., andWingender, J. (2010). The bioﬁlmmatrix.Nat. Rev.Microbiol.
8, 623–633. doi: 10.1038/nrmicro2415
Fonseca, A. C., Summers, R. S., and Hernandez, M. T. (2001). Comparative
measurements of microbial activity in drinking water bioﬁlters. Water Res. 35,
3817–3824. doi: 10.1016/S0043-1354(01)00104-X
Francisque, A., Rodriguez, M. J., Miranda-Moreno, L. F., Sadiq, R., and Proulx, F.
(2009). Modeling of heterotrophic bacteria counts in a water distribution
system.Water Res. 43, 1075–1087. doi: 10.1016/j.watres.2008.11.030
Fredrickson, A. G., and Stephanopoulos, G. (1981). Microbial competition. Science
213, 972–979. doi: 10.1126/science.7268409
Gauthier, V., Gérard, B., Portal, J.-M., Block, J.-C., and Gatel, D. (1999). Organic
matter as loose deposits in a drinking water distribution system.Water Res. 33,
1014–1026. doi: 10.1016/S0043-1354(98)00300-5
Gillespie, S., Lipphaus, P., Green, J., Parsons, S., Weir, P., Juskowiak, K., et al.
(2014). Assessing microbiological water quality in drinking water distribution
systems with disinfectant residual using ﬂow cytometry. Water Res. 65, 224–
234. doi: 10.1016/j.watres.2014.07.029
Gomes, I. B., Simoes, M., and Simoes, L. C. (2014). An overview on the
reactors to study drinking water bioﬁlms. Water Res. 62, 63–87. doi:
10.1016/j.watres.2014.05.039
Gomez-Alvarez, V., Schrantz, K. A., Pressman, J. G., Speitel, G. E., and
Wahman, D. G. (2013). Pyrosequencing analysis of bench-scale nitrifying
bioﬁlters removing trihalomethanes. Environ. Eng. Sci. 30, 582–588. doi:
10.1089/ees.2013.0043
Gottschal, J. C., de Vries, S., and Kuenen, J. G. (1979). Competition
between the falcutatively chemolithotrophic Thiobacillus A2, an obligately
chemolithotrophic Thiobacillus and a heterotrophic Spirillum for inorganic
and organic substrates. Arch. Microbiol. 121, 241–249. doi: 10.1007/BF00
425062
Grefte, A., Dignum, M., Baghoth, S. A., Cornelissen, E. R., and Rietveld, L. C.
(2011). Improving the biological stability of drinking water by ion exchange.
Water Sci. Technol. Water Supply 11, 107–112.
Haddix, P. L., Shaw, N. J., and LeChevallier, M. W. (2004). Characterization
of bioluminescent derivatives of assimilable organic carbon test bacteria.
Appl. Environ. Microbiol. 70, 850–854. doi: 10.1128/AEM.70.2.850-85
4.2004
Hambsch, B., Werner, P., and Frimmel, F. H. (1992). Bakterienvermehrung in
aufbereiteten Wässern verschiedener Herkunft. Acta Hydrochm. Hydrobiol. 20,
9–14.
Hammes, F., Berger, C., Köster, O., and Egli, T. (2010a). Assessing biological
stability of drinking water without disinfectant residuals in a full-scale
water supply system. J. Water Supply Res. Technol. 59, 31–40. doi:
10.2166/aqua.2010.052
Hammes, F., Goldschmidt, F., Vital, M., Wang, Y., and Egli, T. (2010b).
Measurement and interpretation of microbial adenosine tri-phosphate
(ATP) in aquatic environments. Water Res. 44, 3915–3923. doi:
10.1016/j.watres.2010.04.015
Hammes, F., Berney, M., and Egli, T. (2011). Cultivation-independent assessment
of bacterial viability. Adv. Biochem. Eng. Biotechnol. 124, 123–150. doi:
10.1007/10_2010_95
Hammes, F., Berney, M., Wang, Y., Vital, M., Koster, O., and Egli, T. (2008).
Flow-cytometric total bacterial cell counts as a descriptive microbiological
parameter for drinking water treatment processes.Water Res. 42, 269–277. doi:
10.1016/j.watres.2007.07.009
Hammes, F., Broger, T., Weilenmann, H. U., Vital, M., Helbing, J., Bosshart, U.,
et al. (2012). Development and laboratory-scale testing of a fully automated
online ﬂow cytometer for drinking water analysis. Cytometry A 81, 508–516.
doi: 10.1002/cyto.a.22048
Hammes, F., and Egli, T. (2005). New method for assimilable organic
carbon determination using ﬂow-cytometric enumeration and a natural
microbial consortium as inoculum. Environ. Sci. Technol. 39, 3289–3294. doi:
10.1021/es048277c
Hammes, F., Salhi, E., Koster, O., Kaiser, H. P., Egli, T., and von Gunten, U.
(2006). Mechanistic and kinetic evaluation of organic disinfection by-product
and assimilable organic carbon (AOC) formation during the ozonation
of drinking water. Water Res. 40, 2275–2286. doi: 10.1016/j.watres.2006.
04.029
Hansen, S. R., and Hubbell, S. P. (1980). Single-nutrient microbial
competition: qualitative agreement between experimental and theoretically
forecast outcomes. Science 207, 1491–1493. doi: 10.1126/science.676
7274
Hedegaard, M. J., and Albrechtsen, H. J. (2014). Microbial pesticide removal in
rapid sand ﬁlters for drinking water treatment–potential and kinetics. Water
Res. 48, 71–81. doi: 10.1016/j.watres.2013.09.024
Heijman, S. G. J., van Paassen, A. M., van der Meer, W. G. J., and Hopman, R.
(1999). Adsorptive removal of natural organic matter during drinking
water treatment. Water Sci. Tech. 40, 183–190. doi: 10.1016/S0273-1223(99)
00655-1
Henne, K., Kahlisch, L., Brettar, I., and Hoﬂe, M. G. (2012). Analysis of structure
and composition of bacterial core communities in mature drinking water
bioﬁlms and bulk water of a citywide network in Germany. Appl. Environ.
Microbiol. 78, 3530–3538. doi: 10.1128/AEM.06373-11
Hijnen, W. A. M., and van der Kooij, D. (1993). AOC removal and accumulation
of bacteria in experimental sand ﬁlters. Rev. Sci. de L’eau 5, 17–32. doi:
10.7202/705151ar
Hoefel, D., Grooby, W. L., Monis, P. T., Andrews, S., and Saint, C. P. (2003).
Enumeration of water-borne bacteria using viability assays and ﬂow cytometry:
a comparison to culture-based techniques. J. Microbiol. Methods 55, 585–597.
doi: 10.1016/S0167-7012(03)00201-X
Hoefel, D., Monis, P. T., Grooby, W. L., Andrews, S., and Saint, C. P. (2005).
Proﬁling bacterial survival through a water treatment process and subsequent
distribution system. J. Appl. Microbiol. 99, 175–186. doi: 10.1111/j.1365-
2672.2005.02573.x
Hu, J. Y.,Wang, Z. S., Ng, W. J., and Ong, S. L. (1999). The eﬀect of water treatment
processes on biological stability of potable water.Water Res. 33, 2587–2592. doi:
10.1016/S0043-1354(98)00482-5
Frontiers in Microbiology | www.frontiersin.org 20 February 2016 | Volume 7 | Article 45
Prest et al. Biological Stability of Drinking Water
Hügler, M., Bockle, K., Eberhagen, I., Thelen, K., Beimfohr, C., and Hambsch, B.
(2011). Development and validation of a FISH-based method for the detection
and quantiﬁcation of E. coli and coliform bacteria in water samples.Water Sci.
Technol. 64, 1435–1442. doi: 10.2166/wst.2011.761
Huisman, L., and Wood,W. E. (1974). Slow Sand Filtration. Geneva:World Health
Organization.
Hwang, C., Ling, F., Andersen, G. L., LeChevallier, M. W., and Liu,
W. T. (2012). Microbial community dynamics of an urban drinking water
distribution system subjected to phases of chloramination and chlorination
treatments. Appl. Environ. Microbiol. 78, 7856–7865. doi: 10.1128/AEM.
01892-12
Ihssen, J., and Egli, T. (2004). Speciﬁc growth rate and not cell density controls the
general stress response in Escherichia coli. Microbiology 150(Pt 6), 1637–1648.
doi: 10.1099/mic.0.26849-0
Joret, J. C., and Levi, Y. (1986). Méthode rapide d’évaluation du carbone éliminable
des eaux par voie biologique. Trib. Cebedeau 39, 3–9.
Joret, J. C., Levi, Y., Dupin, T., and Gibert, M. (1988) Rapid method for estimating
bioeliminable organic carbon in water. Paper Presented at the American Water
Works Association Conference, Orlando, FL, 19–23.
Kaeberlein, T., Lewis, K., and Epstein, S. S. (2002). Isolating “uncultivable”
microorganisms in pure culture in a simulated natural environment. Science
296, 1127–1129. doi: 10.1126/science.1070633
Kalmbach, S., Manz, W., and Szewzyk, U. (1997). Dynamics of bioﬁlm formation
formation in drinking water: phylogenetic aﬃliation and metabolic potential
of single cells assessed by formazan reduction and in situ hybridization. FEMS
Microbiol. Ecol. 22, 265–279. doi: 10.1111/j.1574-6941.1997.tb00379.x
Karl, D.M. (1980). Cellular nucleotidemeasurements and applications inmicrobial
ecology.Microbiol. Rev. 44, 739–796.
Kerneis, A., Nakache, F., Deguin, A., and Feinberg, M. (1995). The eﬀects of water
residence time on the biological quality in a distribution network. Water Res.
29, 1719–1727. doi: 10.1016/0043-1354(94)00323-Y
Knochel, S. (1991). Chlorine resistance of motile Aeromonas spp. Water Sci.
Technol. 24, 327–330.
Koch, C., Fetzer, I., Harms, H., and Muller, S. (2013). CHIC-an automated
approach for the detection of dynamic variations in complex microbial
communities. Cytometry A 83, 561–567. doi: 10.1002/cyto.a.22286
Långmark, J., Storey, M. V., Ashbolt, N. J., and Stentröm, T. A. (2005). Bioﬁlms
in an urban water distribution system: measurement of bioﬁlm biomass,
pathogens and pathogen persistance within the Greated Stockholm area.
Sweden.Water Sci. Technol. 52, 181–189.
Lautenschlager, K., Boon, N., Wang, Y., Egli, T., and Hammes, F. (2010). Overnight
stagnation of drinking water in household taps induces microbial growth
and changes in community composition. Water Res. 44, 4868–4877. doi:
10.1016/j.watres.2010.07.032
Lautenschlager, K., Hwang, C., Ling, F., Liu, W. T., Boon, N., Koster, O., et al.
(2014). Abundance and composition of indigenous bacterial communities in
a multi-step bioﬁltration-based drinking water treatment plant. Water Res. 62,
40–52. doi: 10.1016/j.watres.2014.05.035
Lautenschlager, K., Hwang, C., Liu,W. T., Boon, N., Koster, O., Vrouwenvelder, H.,
et al. (2013). A microbiology-based multi-parametric approach towards
assessing biological stability in drinking water distribution networks.Water Res.
47, 3015–3025. doi: 10.1016/j.watres.2013.03.002
LeChevallier, M. W., Babcock, T. M., and Lee, R. G. (1987). Examination and
characterization of distribution system bioﬁoms. Appl. Environ. Microbiol. 53,
2714–2724.
LeChevallier, M. W., Becker, W. C., Schorr, P., and Lee, R. G. (1992). AOC
reduction by biologically active ﬁltration. Rev. Sci. de L’eau 5, 113–142. doi:
10.7202/705156ar
LeChevallier, M. W., Cawthon, C. D., and Lee, R. G. (1988). Mechanisms
of bacterial survival in chlorinated drinking water. Water Sci. Technol. 20,
145–151.
LeChevallier,M.W., Shaw, N. E., Kaplan, L. A., and Bott, T. L. (1993).Development
of a rapid assimilable organic carbon method for water. Appl. Environ.
Microbiol. 59, 1526–1531.
LeChevallier, M. W., Welch, N. J., and Smith, D. B. (1996). Full-scale studies of
factors related to coliform regrowth in drinking water.Appl. Environ. Microbiol.
62, 2201–2211.
Lee, S. H., O’Connor, J. T., and Banerji, S. K. (1980). Biologically mediated
corrosion and its eﬀects on water quality in distribution systems. J. Am. Water
Works Assoc. 72, 636–645.
Lehtola, M. J., Laxander, M., Miettinen, I. T., Hirvonen, A., Vartiainen, T.,
and Martikainen, P. J. (2006). The eﬀects of changing water ﬂow velocity
on the formation of bioﬁlms and water quality in pilot distribution system
consisting of copper or polyethylene pipes. Water Res. 40, 2151–2160. doi:
10.1016/j.watres.2006.04.010
Levin, R. B., Epstein, P. R., Ford, T. E., Harrington, W., Olson, E., and Reichard,
E. G. (2002). US drinking water challenges in the twenty-ﬁrst century. Environ.
Heath Perspect. 110, 43–52. doi: 10.1289/ehp.02110s143
Liikanen, R., Miettinen, I., and Laukkanen, R. (2003). Selection of NF membrane
to improve quality of chemically treated surface water.Water Res. 37, 864–872.
doi: 10.1016/S0043-1354(02)00412-8
Lin, W., Yu, Z., Zhang, H., and Thompson, I. P. (2014). Diversity and
dynamics of microbial communities at each step of treatment plant for
potable water generation. Water Res. 52, 218–230. doi: 10.1016/j.watres.2013.
10.071
Lin, X., McKinley, J., Resch, C. T., Kaluzny, R., Lauber, C. L., Fredrickson, J.,
et al. (2012). Spatial and temporal dynamics of the microbial community in
the Hanford unconﬁned aquifer. ISME J. 6, 1665–1676. doi: 10.1038/ismej.
2012.26
Lipphaus, P., Hammes, F., Kotzsch, S., Green, J., Gillespie, S., and Nocker, A.
(2014). Microbiological tap water proﬁle of a medium-sized building
and eﬀect of water stagnation. Environ. Technol. 35, 620–628. doi:
10.1080/09593330.2013.839748
Lipponen, M. T. T., Suutari, M. H., and Martikainen, P. J. (2002). Occurence
of nitrifying bacteria and nitriﬁcation in Finnish drinking water
distribution systems. Water Res. 36, 4319–4329. doi: 10.1016/S0043-1354(02)
00169-0
Liu, G., Bakker, G. L., Li, S., Vreeburg, J. H., Verberk, J. Q., Medema, G. J.,
et al. (2014). Pyrosequencing reveals bacterial communities in unchlorinated
drinking water distribution system: an integral study of bulk water, suspended
solids, loose deposits, and pipe wall bioﬁlm. Environ. Sci. Technol. 48, 5467–
5476. doi: 10.1021/es5009467
Liu, G., Verberk, J. Q., and Van Dijk, J. C. (2013a). Bacteriology of drinking water
distribution systems: an integral and multidimensional review. Appl. Microbiol.
Biotechnol. 97, 9265–9276. doi: 10.1007/s00253-013-5217-y
Liu, G., Lut, M. C., Verberk, J. Q., and Van Dijk, J. C. (2013b). A comparison of
additional treatment processes to limit particle accumulation and microbial
growth during drinking water distribution. Water Res. 47, 2719–2728. doi:
10.1016/j.watres.2013.02.035
Lucena, F., Frias, J., and Ribas, F. (1990). A new dynamic approach to the
determination of biodegradable dissolved organic carbon in water. Environ.
Technol. 12, 343–347. doi: 10.1080/09593339109385014
Magic-Knezev, A., and van der Kooij, D. (2004). Optimization and signiﬁcance
of ATP analysis for measuring active biomass in granular activated
carbon ﬁlters used in water treatment. Water Res. 38, 3971–3979. doi:
10.1016/j.watres.2004.06.017
Mallevialle, J., Odendall, P. E., and Wiesner, M. R. (1996). Water Treatment
Membrane Processes. New York, NY: McGraw-Hill.
Manuel, C. M., Nunes, O. C., and Melo, L. F. (2010). Unsteady state ﬂow and
stagnation in distribution systems aﬀect the biological stability of drinking
water. Biofouling 26, 129–139. doi: 10.1080/08927010903383448
Martiny, A. C., Jorgensen, T. M., Albrechtsen, H. J., Arvin, E., and Molin, S. (2003).
Long-term succession of structure and diversity of a bioﬁlm formed in a model
drinking water distribution system. Appl. Environ. Microbiol. 69, 6899–6907.
doi: 10.1128/AEM.69.11.6899-6907.2003
Maul, A., El-Shaarawi, A. H., and Block, J.-C. (1985). Heterotrophic bacteria in
water distribution systems. I. Spatial and temporal variation. Sci. Total Environ.
44, 201–214. doi: 10.1016/0048-9697(85)90095-6
Meylan, S., Hammes, F., Traber, J., Salhi, E., von Gunten, U., and Pronk, W.
(2007). Permeability of low molecular weight organics through nanoﬁltration
membranes. Water Res. 41, 3968–3976. doi: 10.1016/j.watres.2007.
05.031
Miettinen, I. T., Vartiainen, T., and Martikainen, P. J. (1997). Phosphorous and
bacterial growth in drinking water. Appl. Environ. Microbiol. 63, 3242–3245.
Frontiers in Microbiology | www.frontiersin.org 21 February 2016 | Volume 7 | Article 45
Prest et al. Biological Stability of Drinking Water
Miettinen, I. T., Vartiainen, T., and Martikainen, P. J. (1999). Determination
of assimilable organic carbon in humus-rich drinking waters. Water Res. 33,
2277–2282. doi: 10.1016/S0043-1354(98)00461-8
Morton, S. C., Zhang, Y., and Edwards, M. A. (2005). Implications of nutrient
release from iron metal for microbial regrowth in water distribution systems.
Water Res. 39, 2883–2892. doi: 10.1016/j.watres.2005.05.024
Münster, U. (1993). Concentrations and ﬂuxes of organic carbon substrates
in the aquatic environment. Antonie Van Leeuwenhoek 63, 243–274. doi:
10.1007/BF00871222
Nescerecka, A., Rubulis, J., Vital, M., Juhna, T., and Hammes, F. (2014). Biological
instability in a chlorinated drinking water distribution network. PLoS ONE
9:e96354. doi: 10.1371/journal.pone.0096354
Niquette, P., Servais, P., and Savoir, R. (2000). Impacts of pipe materials on
densities of ﬁxed bacterial biomass in a drinking water distribution system.
Water Res. 34, 1952–1956. doi: 10.1016/S0043-1354(99)00307-3
Niquette, P., Servais, P., and Savoir, R. (2001). Bacterial dynamics in the
drinking water distribution system of Brussels. Water Res. 35, 675–682. doi:
10.1016/S0043-1354(00)00303-1
Norton, C. D., and LeChevallier, M. W. (2000). A pilot study of bacteriological
population changes through potable water treatment and distribution. Appl.
Environ. Microbiol. 66, 268–276. doi: 10.1128/AEM.66.1.268-276.2000
Okabe, S., Kokazi, T., and Watanabe, Y. (2002). Bioﬁlm formation potentials in
drinking waters treated by diﬀerent advanced treatment processes. Water Sci.
Technol. 2, 97–104.
Okuda, T., Uehara, Y., Tsai, T.-Y., Nakai, S., Akiba, M., Nishijima, W., et al.
(2009). Production of assimilable organic carbon (AOC) from bacteria and
picophytoplankton by chlorination.Water Sci. Technol. 9, 337.
Oliver, J. D. (2005). The viable but nonculturable state in bacteria. J. Microbiol. 43,
93–100.
ÖNorm B 5018-1,2 (2002). Prüfung der Verkeimungsneigung von
Trinkwasserrohren, Teil 1: Prüfverfahren, Teil 2: Bewertung. Wien:
Österreichisches Normungsinstitut.
Park, S. K., and Hu, J. Y. (2010). Assessment of the extent of bacterial
growth in reverse osmosis system for improving drinking water quality.
J. Environ. Sci. Health A Tox. Hazard. Subst. Environ. Eng. 45, 968–977. doi:
10.1080/10934521003772386
Pepper, I. L., Rusin, P., Quintanar, D. R., Haney, C., Josephson, K. L., and Gerba,
C. P. (2004). Tracking the concentration of heterotrophic plate count bacteria
from the source to the consumer’s tap. Int. J. Food Microbiol. 92, 289–295. doi:
10.1016/j.ijfoodmicro.2003.08.021
Pinto, A. J., Schroeder, J., Lunn, M., Sloan, W., and Raskin, L. (2014). Spatial-
temporal survey and occupancy-abundance modeling to predict bacterial
community dynamics in the drinking water microbiome.MBio 5:e1135-14. doi:
10.1128/mBio.01135-14
Pinto, A. J., Xi, C., and Raskin, L. (2012). Bacterial community structure in the
drinking water microbiome is governed by ﬁltration processes. Environ. Sci.
Technol. 46, 8851–8859. doi: 10.1021/es302042t
Polychronopolous, M., Dudley, K., Ryan, G., and Hearn, J. (2003). Investigation of
factors contributing to dirty water events in reticulation systems and evaluation
of ﬂushing methods to remove deposited particles. Water Sci. Technol. 3,
295–306.
Prest, E. I., El-Chakhtoura, J., Hammes, F., Saikaly, P. E., van Loosdrecht, M. C.,
and Vrouwenvelder, J. S. (2014). Combining ﬂow cytometry and 16S rRNA
gene pyrosequencing: a promising approach for drinking water monitoring
and characterization. Water Res. 63, 179–189. doi: 10.1016/j.watres.2014.
06.020
Prest, E. I., Hammes, F., Kotzsch, S., van Loosdrecht, M. C., and Vrouwenvelder,
J. S. (2013). Monitoring microbiological changes in drinking water systems
using a fast and reproducible ﬂow cytometric method. Water Res. 47, 7131–
7142. doi: 10.1016/j.watres.2013.07.051
Prévost, M., Rompré, A., Coallier, J., Servais, P., Laurent, P., Clément, B., et al.
(1998). Suspended bacterial biomass and activity in full-scale distribution
systems: impact of water treatment. Water Res. 32, 1393–1406. doi:
10.1016/S0043-1354(97)00388-6
Proctor, C. R., and Hammes, F. (2015). Drinking water microbiology-from
measurement to management. Curr. Opin. Biotechnol. 33C, 87–94. doi:
10.1016/j.copbio.2014.12.014
Ramseier, M. K., von Gunten, U., Freihofer, P., and Hammes, F. (2011a).
Kinetics of membrane damage to high (HNA) and low (LNA) nucleic acid
bacterial clusters in drinking water by ozone, chlorine, chlorine dioxide,
monochloramine, ferrate(VI), and permanganate. Water Res. 45, 1490–1500.
doi: 10.1016/j.watres.2010.11.016
Ramseier, M. K., Peter, A., Traber, J., and von Gunten, U. (2011b). Formation
of assimilable organic carbon during oxidation of natural waters with ozone,
chlorine dioxide, chlorine, permanganate, and ferrate. Water Res. 45, 2002–
2010. doi: 10.1016/j.watres.2010.12.002
Read, S., Marzorati, M., Guimaraes, B. C., and Boon, N. (2011). Microbial
resource management revisited: successful parameters and new concepts. Appl.
Microbiol. Biotechnol. 90, 861–871. doi: 10.1007/s00253-011-3223-5
Reckhow, D. A., Singer, P. C., and Malcolm, R. L. (1990). Chlorination of humic
materials: byproduct formation and chemical interpretations. Environ. Sci.
Technol. 24, 1655–1664. doi: 10.1021/es00081a005
Regulation EC No 1935/2004 (2004). Regulation of the European Parliament and
of the Council of 27 October 2004 on Materials and Articles Intended to Come
into Contact with Food and Repealing Directives 80/590/EEC and 89/109/EEC,
Oﬃcial Journal of the European Union, L338/4–L338/17.
Regulation EU No 10/2011 (2011). Commission Regulation of 14 January 2011 on
PlasticMaterials and Articles Intended to Come into Contact with Food, Oﬃcial
Journal of the European Union, L12/1–L12/88.
Revetta, R. P., Gomez-Alvarez, V., Gerke, T. L., Curioso, C., Santo Domingo,
J. W., and Ashbolt, N. J. (2013). Establishment and early succession of
bacterial communities in monochloramine-treated drinking water bioﬁlms.
FEMS Microbiol. Ecol. 86, 404–414. doi: 10.1111/1574-6941.12170
Ribas, F., Frias, J., and Lucena, F. (1991). A new dynamic method for
the rapid determination of the biodegradable dissolved organic carbon in
drinking water. J. Appl. Bacteriol. 71, 371–378. doi: 10.1111/j.1365-2672.1991.tb
03803.x
Risebro, H. L., Doria, M. F., Andersson, Y., Medema, G., Osborn, K., Schlosser, O.,
et al. (2007). Fault tree analysis of the causes of waterborne outbreaks. J. Water
Health 5(Suppl. 1), 1–18. doi: 10.2166/wh.2007.136
Rittmann, B. E., and Snoeyink, V. L. (1984). Achieving biologically stable drinking
water. J. Am. Water Works Assoc. 76, 106–114.
Roeder, R. S., Heeg, K., Tarne, P., Benolken, J. K., Schaule, G., Bendinger, B., et al.
(2010). Inﬂuence of materials, water qualities and disinfection methods on the
drinking water bioﬁlm community.Water Pract. Technol. 5, 1–12.
Roeselers, G., Coolen, J., van der Wielen, P. W., Jaspers, M. C., Atsma, A., de
Graaf, B., et al. (2015). Microbial biogeography of drinking water: patterns in
phylogenetic diversity across space and time. Environ. Microbiol 17, 2505–2514.
doi: 10.1111/1462-2920.12739
Rompré, A., Servais, P., Baudart, J., de-Roubin, M.-R., and Laurent, P. (2002).
Detection and enumeration of coliforms in drinking water: current methods
and emerging approaches. J. Microbiol. Methods 49, 31–54. doi: 10.1016/S0167-
7012(01)00351-7
Ross, P. S., Hammes, F., Dignum,M., Magic-Knezev, A., Hambsch, B., and Rietveld,
L. C. (2013). A comparative study of three diﬀerent assimilable organic carbon
(AOC) methods: results of a round-robin test.Water Sci. Technol. 13, 1024.
Rossman, L. A., Clark, R. M., and Grayman, W. M. (1994). Modeling chlorine
residuals in drinking-water distribution systems. J. Environ. Eng. 120, 803–820.
doi: 10.1061/(ASCE)0733-9372(1994)120:4(803)
Sack, E. L., van der Wielen, P. W., and van der Kooij, D. (2009). Utilization
of oligo- and polysaccharides at microgram-per-litre levels in freshwater
by Flavobacterium johnsoniae. J. Appl. Microbiol. 108, 1430–1440. doi:
10.1111/j.1365-2672.2009.04546.x
Sarathy, S., and Mohseni, M. (2009). The fate of natural organic matter during
UV/H2O2 advanced oxidation of drinking water. Can. J. Civil Eng. 36, 160–169.
doi: 10.1139/S08-045
Sartory, D. P. (2004). Heterotrophic plate count monitoring of treated drinking
water in the UK: a useful operational tool. Int. J. Food Microbiol. 92, 297–306.
doi: 10.1016/j.ijfoodmicro.2003.08.006
Schets, F. M., Nobel, P. J., Strating, S., Mooijman, K. A., Engels, G. B.,
and Brouwer, A. (2002). EU drinking water directive reference methods
for enumeration of total coliforms and Escherichia coli compared with
alternative methods. Lett. Appl. Microbiol. 34, 227–231. doi: 10.1046/j.1472-
765x.2002.01075.x
Frontiers in Microbiology | www.frontiersin.org 22 February 2016 | Volume 7 | Article 45
Prest et al. Biological Stability of Drinking Water
Schmidt, W., Hambsch, B., and Petzoldt, H. (1998). Classiﬁcation of algogenic
organic matter concerning its contribution to the bacterial regrowth potential
and by-products formation.Water Sci. Technol. 37, 91–96. doi: 10.1016/S0273-
1223(98)00014-6
Scott, B. A., and Pepper, I. L. (2010). Water distribution systems as living
ecosystems: impact on taste and odor. J. Environ. Sci. Health A Tox.
Hazard. Subst. Environ. Eng. 45, 890–900. doi: 10.1080/109345210037
09115
Servais, P., Anzil, A., and Ventresque, C. (1989). Simple method for determination
of biodegradable dissolved organic carbon in water. Appl. Environ. Microbiol.
55, 2732–2734.
Servais, P., Billen, G., and Bouillot, P. (1994). Biological colonization of granular
activated carbon ﬁlters in drinking-water treatment. J. Environ. Eng. 120,
888–899. doi: 10.1061/(ASCE)0733-9372(1994)120:4(888)
Servais, P., Billen, G., and Hascoët, M.-C. (1987). Determination of the
biodegradable fraction of dissolved organic matter in waters. Water Res. 21,
445–450. doi: 10.1016/0043-1354(87)90192-8
Servais, P., Billen, G., Laurent, P., Levi, Y., and Randon, G. (1992). Studies of
BDOC and bacterial dynamics in the drinking water distribution system of the
Northern Parisian suburbs. Rev. Sci. de L’eau 5:69. doi: 10.7202/705154ar
Servais, P., Laurent, P., and Randon, G. (1995). Comparison of the bacterial
dynamics in various french distribution systems. J. Water Supply Res. Technol.-
Aqua 44, 10–17. doi: 10.1016/j.marpolbul.2012.01.001
Seth, A., Bachmann, R., Boxall, J., Saul, A., and Edyvean, R. (2004).
Characterization of materials causing discoloration in potable water systems.
Wat. Sci. Technol. 49, 27–32.
Sherr, E. B., and Sherr, B. F. (2002). Signiﬁcance of predation by protists in
aquatic microbial food webs. Antonie Van Leeuwenhoek 81, 293–308. doi:
10.1023/A:1020591307260
Sibille, I. (1998). Stabilité biologique des réseaux de distribution d’eau potable.
L’Annee Biol. 78, 117–161.
Sibille, I., Mathieu, L., Paquin, J. L., Gatel, D., and Block, J.-C. (1997). Microbial
characteristics of a distribution system fed with nanoﬁltered drinking water.
Water Res. 31, 2318–2326. doi: 10.1016/S0043-1354(97)00070-5
Sibille, I., Sime-Ngando, T., Mathieu, L., and Block, J.-C. (1998). Protozoan
bacterivory and and Escherichia coli survival in drinking water distribution
systems. Appl. Environ Microbiol. 64, 197–202.
Skjevrak, I., Due, A., Gjerstad, K. O., and Herikstad, H. (2003). Volatile organic
components migrating from plastic pipes (HDPE, PEX and PVC) into drinking
water.Water Res. 37, 1912–1920. doi: 10.1016/S0043-1354(02)00576-6
Sly, L. I., Hodgkinson, M. C., and Arunpairojana, V. (1990). Deposition of
manganese in a drinking water distribution system. Appl. Environ. Microbiol.
56, 628–639.
Smeets, P. W. M. H., Medema, G. J., and van Dijk, J. C. (2009). The Dutch secret:
how to provide safe drinking water without chlorine in the Netherlands. Drink.
Water Eng. Sci. 2, 1–14. doi: 10.5194/dwes-2-1-2009
Srinavasan, R., and Sorial, G. A. (2011). Treatment of taste and odor causing
compounds 2-methyl isoborneol and geosmin in drinking water: a critical
review. J. Environ. Sci. 23, 1–13. doi: 10.1016/S1001-0742(10)60367-1
Srinivasan, S., and Harrington, G. W. (2007). Biostability analysis for
drinking water distribution systems. Water Res. 41, 2127–2138. doi:
10.1016/j.watres.2007.05.035
Staley, J. T., and Konopka, A. (1985). Measurement of in situ activities of non-
photosynthetic microorganisms in aquatic and terrestrial habitats. Annu. Rev.
Microbiol. 39, 321–346. doi: 10.1146/annurev.mi.39.100185.001541
States, S. J., Conley, L. F., Ceraso, M., Stephenson, T. E., Wolford, R. S., Wadowsky,
R. M., et al. (1985). Eﬀects of metals on Legionella Pneumophila growth in
drinking water plumbing systems. Appl. Environ. Microbiol. 50, 1149–1154.
Sun, H., Shi, B., Lytle, D. A., Bai, Y., and Wang, D. (2014). Formation and
release behavior of iron corrosion products under the inﬂuence of bacterial
communities in a simulated water distribution system. Environ. Sci. Process.
Impacts 16, 576–585. doi: 10.1039/c3em00544e
Szewzyk, U., Szewzyk, R., Manz, W., and Schleifer, K.-H. (2000). Microbiological
safety of drinking water. Annu. Rev. Microbiol. 54, 81–127. doi:
10.1146/annurev.micro.54.1.81
Tallon, P., Magajna, B., Lofranco, C., and Leung, K. T. (2005). Microbial indicators
of faecal contamination in water: a current perspective. Water Air Soil Pollut.
166, 139–166. doi: 10.3390/ijerph120707457
Thomas, J. M., and Ashbolt, N. J. (2011). Do free-living Amoebae in treated
drinking water systems present an emerging health risk? Environ. Sci. Technol.
45, 860–869. doi: 10.1021/es102876y
Torvinen, E., Suomalainen, S., Lehtola, M. J., Miettinen, I. T., Zacheus, O.,
Paulin, L., et al. (2004). Mycobacteria in water and loose deposits of drinking
water distribution systems in Finland. Appl. Environ. Microbiol. 70, 1973–1981.
doi: 10.1128/AEM.70.4.1973-1981.2004
Uhl, W., and Schaule, G. (2004). Establishment of HPC(R2A) for regrowth control
in non-chlorinated distribution systems. Int. J. FoodMicrobiol. 92, 317–325. doi:
10.1016/j.ijfoodmicro.2003.08.010
Urano, K., Wada, H., and Takemasa, T. (1983). Empirical rate equation
for trihalomethane formation with chlorination of humic substances
in water. Water Res. 17, 1797–1802. doi: 10.1016/0043-1354(83)
90202-6
van der Kooij, D. (1987). “The eﬀect of treatment on assimilable organic carbon in
drinking water,” in Proceedings of the Second National Conference on Drinking
Water. Treatment of Drinking Water for Organic Contaminants. Edmonton,
Canada, April 7 and 8, 1986, eds P. M. Huck and P. Toft (New York, NY:
Pergamon Press), 317–328.
van der Kooij, D. (1990). “Assimilable Organic Carbon (AOC) in drinking water,”
in Drinking Water Microbiology Progress and Recent Developements, ed. G. A.
McFeters (New York: Springer-Verlag), 57–87.
van der Kooij, D. (1992). Assimilable organic carbon as an indicator of bacterial
regrowth. J. Am. Wat. Works Assoc. 84, 57–65.
van der Kooij, D. (2000). Biological stability: a multidimensional quality aspect
of treated water. Water Air Soil Pollut. 123, 25–34. doi: 10.1023/A:1005288
720291
van der Kooij, D. (2003). “Managing regrowth in drinking water distribution
systems,” in Heterotrophic Pate Counts and Drinking Water Safety, eds J.
Bartman, J. Cotruvo, M. Exner, C. Fricker, and A. Glasmacher (London: IWA
Publishing), 199–232.
van der Kooij, D., and Hijnen, W. A. M. (1985a). Determination of the
concentration of Maltose- and starch- like compounds in drinking water by
growth measurements with a well-deﬁned strain of a Flavobacterium species.
Appl. Environ. Microbiol. 49, 765–771.
van der Kooij, D., and Hijnen, W. A. M. (1985b). Regrowth of bacteria on
assimilable organic carbon in drinking water. J. Fr. Hydrol. 16, 201–218. doi:
10.1051/water/19851603201
van der Kooij, D., Hijnen, W. A. M., and Kruithof, J. C. (1989). The eﬀects
of ozonation, biological ﬁltration and distribution on the concentration of
easily assimilable organic carbon (AOC) in drinking water. Ozone Sci. Eng. 11,
297–311. doi: 10.1080/01919518908552443
van der Kooij, D., and Veenendaal, H. R. (1994). “Assessment of the bioﬁlm
formation potential of synthetic materials in contact with drinking
water during distribution,” in Proceedings of the American Water
Works Association Water Quality Technology Conference, Miami, FL,
1395–1407.
van der Kooij, D., and Veenendaal, H. R. (2001). Biomass production potential
of materials in contact with drinking water: method and practical importance.
Water Sci. Technol. 1, 39–45.
van der Kooij, D., Visser, A., and Hijnen, W. A. M. (1980). Growth of Aeromonas
hydrophila at low concentrations of substrates added to tap water. Appl.
Environ. Microbiol. 39, 1198–1204.
van der Kooij, D., Visser, A., and Hijnen, W. A. M. (1982). Determining the
concentration of easily assimilable organic carbon in drinking water. J. Am.
Water Works Assoc. 74, 540–545.
van der Kooij, D., Vrouwenvelder, H. S., and Veenendaal, H. R. (1995). Kinetic
aspects of bioﬁlm formation on surfaces exposed to drinking water. Water Sci.
Technol. 32, 61–65. doi: 10.1016/0273-1223(96)00008-X
van der Wende, E., Characklis, W. G., and Smith, D. B. (1989). Bioﬁlms and
bacterial drinking water quality. Water Res. 23, 1313–1322. doi: 10.1016/0043-
1354(89)90193-0
van der Wielen, P. W., and van der Kooij, D. (2010). Eﬀect of water
composition, distance and season on the adenosine triphosphate concentration
in unchlorinated drinking water in the Netherlands. Water Res. 44, 4860–4867.
doi: 10.1016/j.watres.2010.07.016
van derWielen, P.W., and van der Kooij, D. (2013). Nontuberculous mycobacteria,
fungi, and opportunistic pathogens in unchlorinated drinking water in
Frontiers in Microbiology | www.frontiersin.org 23 February 2016 | Volume 7 | Article 45
Prest et al. Biological Stability of Drinking Water
the Netherlands. Appl. Environ. Microbiol. 79, 825–834. doi: 10.1128/AEM.
02748-12
van Lieverloo, J. H. M., van der Kooij, D., and Hoogenboezem, W. (2002a).
“Invertebrates and protozoa (free living) in drinking water distribution
systems,” in Encyclopedia of Environmental Microbiology, ed. G. E. Bitton
(New York, NY: JohnWiley & Sons), 1718–1733.
van Lieverloo, J. H. M., Mesman, G. A. M., Nobel, P. J., and Kroesbergen, J.
(2002b).Hygiënecode Drinkwater; Opslag, Transport en Distributie. BTO Report
2001.175. Nieuwegein: Kiwa.
van Nevel, S., De Roy, K., and Boon, N. (2013). Bacterial invasion potential in water
is determined by nutrient availability and the indigenous community. FEMS
Microbiol. Ecol. 85, 593–603. doi: 10.1111/1574-6941.12145
Velten, S., Hammes, F., Boller, M., and Egli, T. (2007). Rapid and direct
estimation of active biomass on granular activated carbon through
adenosine tri-phosphate (ATP) determination. Water Res. 41, 1973–1983.
doi: 10.1016/j.watres.2007.01.021
Vital, M., Dignum, M., Magic-Knezev, A., Ross, P., Rietveld, L., and Hammes, F.
(2012a). Flow cytometry and adenosine tri-phosphate analysis: alternative
possibilities to evaluate major bacteriological changes in drinking water
treatment and distribution systems. Water Res. 46, 4665–4676. doi:
10.1016/j.watres.2012.06.010
Vital, M., Hammes, F., and Egli, T. (2012b). Competition of Escherichia coli O157
with a drinking water bacterial community at low nutrient concentrations.
Water Res. 46, 6279–6290. doi: 10.1016/j.watres.2012.08.043
Vital, M., Fuchslin, H. P., Hammes, F., and Egli, T. (2007). Growth of Vibrio
cholerae O1 ogawa eltor in freshwater.Microbiology 153(Pt 7), 1993–2001. doi:
10.1099/mic.0.2006/005173-0
Vital, M., Hammes, F., and Egli, T. (2008). Escherichia coliO157 can grow in natural
freshwater at low carbon concentrations. Environ. Microbiol. 10, 2387–2396.
doi: 10.1111/j.1462-2920.2008.01664.x
Volk, C., and Joret, J. C. C. (1994). Paramètres prédictifs de l’apparition des
coliformes dans les réseaux de distribution d’eau d’alimentation. Rev. Sci. de
L’eau 7, 131–152. doi: 10.7202/705193ar
Volk, C. J., and LeChevallier, M. W. (1999). Impacts of the reduction of
nutrients levels on bacterial water quality in distribution systems.Appl. Environ.
Microbiol. 65, 4957–4966.
Vreeburg, J. H., and Boxall, J. B. (2007). Discolouration in potable water
distribution systems: a review. Water Res. 41, 519–529. doi: 10.1016/
j.watres.2006.09.028
Vreeburg, J. H., Schippers, D., Verberk, J. Q., and van Dijk, J. C. (2008). Impact
of particles on sediment accumulation in a drinking water distribution system.
Water Res. 42, 4233–4242. doi: 10.1016/j.watres.2008.05.024
Vreeburg, J. H. G., Blokker, E. J. M., Horst, P., and van Dijk, J. C. (2009). Velocity-
based self-cleaning residential drinking water distribution systems. Water Sci.
Technol. 9, 635.
Vreeburg, J. H. G., Schaap, P. G., and van Dijk, J. C. (2004). Particles in the drinking
water system: from source to discolouration. Water Sci. Technol. 4, 431–438.
doi: 10.1016/j.watres.2008.05.024
Vrouwenvelder, H. S., Beerendonk, E. F., Verdouw, J., and van der Kooij, D. (2004).
Removal of AOC and NOM from Water With Nanoﬁltration. London: IWA
Publishing, 117–122.
Wang, H., Edwards, M. A., Falkinham, J. O. III, and Pruden, A. (2013a). Probiotic
approach to pathogen control in premise plumbing systems? A review. Environ.
Sci. Technol. 47, 10117–10128. doi: 10.1021/es402455r
Wang, H., Pryor, M. A., Edwards, M. A., Falkinham, J. O. III, and Pruden, A.
(2013b). Eﬀect of GAC pre-treatment and disinfectant onmicrobial community
structure and opportunistic pathogen occurrence. Water Res. 47, 5760–5772.
doi: 10.1016/j.watres.2013.06.052
Wang, H., Masters, S., Edwards, M. A., Falkinham, J. O. III, and Pruden, A. (2014).
Eﬀect of disinfectant, water age, and pipe materials on bacterial and eukaryotic
community structure in drinking water bioﬁlm. Environ. Sci. Technol. 48,
1426–1435. doi: 10.1021/es402636u
Waterleidingbesluit (2001). Besluit van 9 januari 2001 tot wijziging van het
Waterleidingbesluit in verband met de richtlijn betreﬀende de kwaliteit van
voor menselijke consumptie bestemd water. Staatsblad Koninkrijk Nederlanden
31, 1–53.
Werner, P. (1984). Untersuchung zur Substrateigenschaft organischer
Wasserinhaltsstoﬀe bei der Trinkwasseraufbereitung. Zbl. Bakt. Hyg. I
Abt. Orig. B 180, 46–61.
Wingender, J., and Flemming, H.-C. (2004). Contamination potential of
drinking water distribution network bioﬁlms. Water Sci. Technol. 49,
277–286.
Wingender, J., and Flemming, H. C. (2011). Bioﬁlms in drinking water and their
role as reservoir for pathogens. Int. J. Hyg. Environ. Health 214, 417–423. doi:
10.1016/j.ijheh.2011.05.009
Wittebolle, L., Marzorati, M., Clement, L., Balloi, A., Daﬀonchio, D., Heylen, K.,
et al. (2009). Initial community evenness favours functionality under selective
stress. Nature 458, 623–626. doi: 10.1038/nature07840
Wolfe, R. L., Lieu, N. I., Izaguirre, G., and Means, E. G. (1990). Ammonia-
oxidizing bacteria in a chloraminated distribution system: seasonal occurrence,
distribution, and disinfection resistance. Appl. Environ. Microbiol. 56,
451–462.
Wong, S., Hanna, J. V., King, S., Carroll, T. J., Eldridge, R. J., Dixon, D. R.,
et al. (2002). Fractionation of natural organic matter in drinking water
and characterization by 13C cross polarization Magic-angle spinning NMR
spectroscopy and size exclusion chromatography. Environ. Sci. Technol. 36,
3497–3503. doi: 10.1021/es010975z
WorldHealth Organization [WHO] (2006).Guidelines for DrinkingWater Quality:
Incorporating First Addendum. Geneva: World Health Organization.
Yin, Q., Fu, B., Li, B., Shi, X., Inagaki, F., and Zhang, X.-H. (2013). Spatial
variations in microbial community composition in surface seawater from the
ultra-oligotrophic center to rim of the south paciﬁc gyre. PLoS ONE 8:e55148.
doi: 10.1371/journal.pone.0055148
Yu, J., Kim, D., and Lee, T. (2010). Microbial diversity in bioﬁlms on water
distribution pipes of diﬀerent materials. Water Sci. Technol. 61, 163–171. doi:
10.2166/wst.2010.813
Zacheus, O. M., Lehtola, M. J., Korhonen, L. K., and Martikainen, P. J.
(2001). Soft deposits, the key site for microbial growth in drinking water
distribution networks. Water Res. 35, 1757–1765. doi: 10.1016/S0043-1354(00)
00431-0
Conflict of Interest Statement: The authors declare that the research was
conducted in the absence of any commercial or ﬁnancial relationships that could
be construed as a potential conﬂict of interest.
Copyright © 2016 Prest, Hammes, van Loosdrecht and Vrouwenvelder. This is an
open-access article distributed under the terms of the Creative Commons Attribution
License (CC BY). The use, distribution or reproduction in other forums is permitted,
provided the original author(s) or licensor are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice.
No use, distribution or reproduction is permitted which does not comply with these
terms.
Frontiers in Microbiology | www.frontiersin.org 24 February 2016 | Volume 7 | Article 45
